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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 MAKPKKKYVCQNCGSIAHRWEGQCGDCGEWNTLVEEAGETVFASKHNLQSG.....GREVRLVGLDSEIALPDRK 70
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITS..IETSEEPRV 73
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAE..VTSINVNRT 70
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 KTGIAEFDRAVGGGLVTGSATLMGGDPGIGKSTLLLQVSARLAEAGLSVAYISGEEAADQVRLRARRLGLGKAPV 145
NTDB id 125 BSU 00870 NP 387968.1 KTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSL 148
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 238 SPD RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 204 SPR RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 169 SP RS00155 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEF 144
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 KLASATSVRDILTTLGRDAPDFVVIDSIQTMHSDLIEGAPGTVSQVRASAQEIIKFAKEHGTMVMLVGHVTKDGN 220
NTDB id 125 BSU 00870 NP 387968.1 HVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGS 223
NTDB id 509 SM12261 RS00130 WP 078228442.1 YLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 279 KZH43 RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 238 SPD RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 204 SPR RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 169 SP RS00155 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 IAGPRVLEHMVDTVMSFEGERSHQYRILRSIKNRFGGTDEIGVFAMEEKGLTEVVNPSALFLTDRSEEVTGATVF 295
NTDB id 125 BSU 00870 NP 387968.1 IAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSIT 298
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
NTDB id 238 SPD RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
NTDB id 204 SPR RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
NTDB id 169 SP RS00155 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV 294
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 PAMEGTRPVLVEIQALTVRLASGATPRRSVVGWDSSRLAMILAVLEARCGLSFSGAEVYLNVAGGYRLTDPAADL 370
NTDB id 125 BSU 00870 NP 387968.1 ASMEGTRPILVEIQALISPTSF.GNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDL 372
NTDB id 509 SM12261 RS00130 WP 078228442.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 279 KZH43 RS00140 WP 074017595.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 238 SPD RS00140 WP 074017595.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 204 SPR RS00140 WP 074017595.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 169 SP RS00155 WP 074017595.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 AVAAALISAHAERPMPSDAVIFGEIALSGEIRPVSRTPLRLKEASKLGFDRALIPASGEKSSDAMKKLQFAKLAN 445
NTDB id 125 BSU 00870 NP 387968.1 AIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVAN 447
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTT 443
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTT 443
NTDB id 238 SPD RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTT 443
NTDB id 204 SPR RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTT 443
NTDB id 169 SP RS00155 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTT 443
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTT 443
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 LVDHMLDRD.. 454
NTDB id 125 BSU 00870 NP 387968.1 VAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 IQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 IQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 IQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 IQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 IQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IQEVLKKVFA. 453
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