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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 70
NTDB id 125 BSU 00870 NP 387968.1 .. 73
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE .. 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE .. .. 70
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s .. 70
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s .. 70
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s .. 70
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s .. 70
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 QNG I Ajoyziin:iANReleledmY T(efs| A T)Rilefeinhdeanes ey NN NAAUSI A RIS 145
NTDB id 125 BSU 00870 NP 387968.1 KT MMEEFNRVLGGGVVJSGSLVLIGGDPGIGKSTLLLQVSIQLSEER) VLY SGEES[YQPWKLRA RLGHISY [:38 148
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 238 SPD RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 204 SPR RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 169 SP RS00155 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEF 144
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 AFFIRFN HED LEEE]A PEEENI A S A QI I K FINAEHG TMEIMINEEAV@EN 220
NTDB id 125 BSU 00870 NP 387968.1 3 IB-ET M-} B L PRF DSIQT pfas] I BEYYGSVSQVRE[ETAELM|S AKTIQYTIYIFIVGHVTKEG 223
NTDB id 509 SM12261 RS00130 WP 078228442.1 YLYAETNMQSVREEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG Teake]
NTDB id 279 KZH43 RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 238 SPD RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG Tjeate]
NTDB id 204 SPR RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 169 SP RS00155 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG TRl
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YLYAETNMQSVRAEVERIQPDFLITIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIATFIVGHVTKEG Tieate]
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NTDB id 238345 SPHFLASMR4Y RS00915 WP 089131883.1 AGPRYLEHMVDTV EFEGEREH[N RILR KNRFGET EIG FEWM INNGLEISEV NPSE\ FLEy RS IQUTG 295
NTDB id 125 BSU 00870 NP 387968.1 AGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNE GIFEMIINAGLPEVLNPS FLEEREJAG GSSI 298
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS I V{guier
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV| 294
NTDB id 238 SPD RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS I Vigueiel
NTDB id 204 SPR RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSTIYV| 294
NTDB id 169 SP RS00155 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIV| 294
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS I Vieier
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