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NTDB id 238269 CFK37 RS14350 WP 089062505.1 GENYGIEITDNMVVLHRTITSGGKSICRVNGKLVTLAILKEFGKTLIDIHSQHETQSLMQPESHIDLLDLYDTELINQTK 160
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NTDB id 238269 CFK37 RS14350 WP 089062505.1 SKKDMES....ETAETPLLLNKNGFDFVTFQISTNPGEPLKELSKVASGGELSRIMLALKKIFAKHQGVTSVIFDEVDTG 476
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * **** !* ! *! ! ! ! !!!!*!!!!! !!!!!!!!!!!!*!!!*! !! *! !!!*!!!!!!!!

logo VSGRVAQAIAEKIHVHKVSEIGQSQVLC ITHLPQVAAMADRTHLNLYIAEKEMELKDNGKRTI
TTFRVKEPLSTEKNQEQKVADE I

L
G
SRMIATGAVEKLVTDLTATKR
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