
logo MKKVFMNGMPVNSFHSALGFIKKQHLMLALALVCTVGSVAGAIGTVIASETAVHQAAPTSTPRNHYNPPASLKASNAPNVYVVKKRGDTLWDI SGKHRFLNKNPVWRW
NTDB id 238217 CFH90 RS16605 WP 126038723.1 MKKVFMGMPSFSALGFKQHMLALAVCVSVGAGVISTAQAAPTRNYNPPALKANAPNVYVVKKGDTLWDISKRFLNNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!!! !!* !*!!! ! !*!!!!*! !* ! ! *!****!*!!! !! !!!!!!!!!*!!!!!!!! *!!! ! !!
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VGKDEGDGCEVGI IRHRYTGGQTTHKLQPQAVRVEASLNNAS IVPVIPLEHYIKNQWL

NTDB id 238217 CFH90 RS16605 WP 126038723.1 PEIWASNRHVKNPHWIFPGDRLLMCTHEGRPIIGKDEGDGCEGIIRHYTGGT.KLQPQARVESLNNAIPVIPLEYIKNWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!***!!!**!!!!!!!! !!!!*!!! !**!!!! !!! !!! *!!!!!!*!!*!!
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NTDB id 238217 CFH90 RS16605 WP 126038723.1 EHSTILSEESLEGTPYIVGAADQRVIAGKGQTVYARGQGIEVGQRYAIYREGEPYIVTDAEGKKQNLGLELTQVASAIAI 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus !*!!!!* *!* !!!!!! !!!!!*!!!!!!*!!!!!!* !!!!!*!!!!!!! !! !!!* !!*!! !!!!**!*

logo

R
S
G
SEKNDI

M
S
TTLE I

LTDSYNASEVRRGDYRVLMPEEYDQAMTLPTLFYPTVDHAKQDQVTDGGGKQI
V IRVMQGS IGLRAAKHNSVVTI

LDRGTTVDQGI
VQSVG

NTDB id 238217 CFH90 RS16605 WP 126038723.1 RGENDMSTLEITDSYNSEVRRGYRVLPEYDAMLPTLFYPTHAQDVTGGGQVIRVQGSIGLAAKHSVVTIDRGTVDGVQSG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !**!!!*!!!!! !!!!! !!*!! ! !!!!!!! *! !! !! *!!! !!!! !!!*!!!!*!!!! !*! !
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NTDB id 238217 CFH90 RS16605 WP 126038723.1 YVFSVSQKGQEIRDPKTNEKLTLPTERIGNIMVFKTFDRVSYAYVLDSELPMNLGAKLSPSVVDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! **! ! !!!!!! ! * !! !! *!!!*!!! *!!!!!!*!*!!* *! * ** *
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