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NTDB id 238195 CFH90 RS05050 WP 126035775.1 ...EEAVSAVEEAASLLSIVEETFLEEAEEILATTDGLLKQWTEQRSDRSVLLQLQRAAHSLKGGARMAENEPVGAIAYE 780
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NTDB id 238195 CFH90 RS05050 WP 126035775.1 ALGGHVTVESEIGFGTTFIIRVPTTVAVSDALMVKAGDQQYAIPLAQIDRIVRIAPTALDQYFHSKDDQFKIDGVSYKLR 1260
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLR 1270
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NTDB id 238195 CFH90 RS05050 WP 126035775.1 YLSEFLSNQPIPRLSNIGHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPVGQQFASIGAIAGATILGNGHVCLILDG 1340
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDG 1350
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 QNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLD 1430
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 IEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
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