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MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVKALLPA
NTDB id 238001 BSSX RS12170 WP 015483431.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
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logo

EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGEGQKDLKLGE
NTDB id 238001 BSSX RS12170 WP 015483431.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGEGQKDLKLGE 170
consensus

logo

LLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP IGF
NTDB id 238001 BSSX RS12170 WP 015483431.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 LLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVPIGF 255
consensus
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QNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLGE I L
NTDB id 238001 BSSX RS12170 WP 015483431.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 QNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLGEIL 340
consensus
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VELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHRLEG
NTDB id 238001 BSSX RS12170 WP 015483431.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
NTDB id 1028 TT RS08215 WP 011173991.1 VELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHRLEG 425
consensus
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NTDB id 238001 BSSX RS12170 WP 015483431.1 ..............................................................................MDSIEKV 7
NTDB id 96 BSU 24730 NP 390353.1 ..............................................................................MDSIEKV 7
NTDB id 1028 TT RS08215 WP 011173991.1 NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEEEVPSPLELDESAAQKF 510
consensus *****!*
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NTDB id 238001 BSSX RS12170 WP 015483431.1 SKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKEGNVHLRM 92
NTDB id 96 BSU 24730 NP 390353.1 SKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKEGNVHLRM 92
NTDB id 1028 TT RS08215 WP 011173991.1 VKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRL 595
consensus *!**!*!!*!**!!!!!!*!!**!*****!*!*!!*******!******!!**!******!*!*!*!!*!**********!*!!*
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NTDB id 238001 BSSX RS12170 WP 015483431.1 STLPTINEESLVIRVMP.QYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPV 176
NTDB id 96 BSU 24730 NP 390353.1 STLPTINEESLVIRVMP.QYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPV 176
NTDB id 1028 TT RS08215 WP 011173991.1 STLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPV 679
consensus !!!!!***!**!*!*** ***!!*!**!***!**************!****!!!!!!!!**!**!***********!**!*!!!!
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NTDB id 238001 BSSX RS12170 WP 015483431.1 ETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEI 261
NTDB id 96 BSU 24730 NP 390353.1 ETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEI 261
NTDB id 1028 TT RS08215 WP 011173991.1 EYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNI 764
consensus !*******!*!!!**!!*!****!*!*!!*!!!*!**!!!!!*!!!*!!**!!*!!!!!***!!!*!!**!!*!!*!*!*****!
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NTDB id 238001 BSSX RS12170 WP 015483431.1 EQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRN...TRRASVYELLYGKNLQQCIQEAKGNHANYQYQT...LRQIIRKGIALG 340
NTDB id 96 BSU 24730 NP 390353.1 EQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRN...TRRASVYELLYGKNLQQCIQEAKGNHANYQYQT...LRQIIRKGIALG 340
NTDB id 1028 TT RS08215 WP 011173991.1 SAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGG..TGYKGRYAIHELLVVDDEIRHAIVAG 847
consensus ****!****!!!!***!**!************!* ********!**!*****!*****!****!**** ****!!**!**!
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NTDB id 238001 BSSX RS12170 WP 015483431.1 YITTNNYD............RWVYHEKD.............. 356
NTDB id 96 BSU 24730 NP 390353.1 YLTTNNYD............RWVYHEKD.............. 356
NTDB id 1028 TT RS08215 WP 011173991.1 KSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
consensus ***!**** ***!****

X non conserved

X similar

X ≥ 50% conserved


