
logo MLASKMRWE IQQRPDQDEKVKSLTEQLDHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFYELMKGMKREAAVDRIKLQAI
VSQGQEKP IMI

NTDB id 23788 RBAM RS12515 WP 158022330.1 MLASKMRWEIQQPDQEKVKSLTEQLDITPLVASLLVKRGFDTAESARLFLHTKDADFYDPYELKGMREAVDRIKLAVSQGEPIMI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !!!!!!!!!!! !!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!*!! !!!! !*!! !*!!!

logo YGDYDADGVTSTSVMLHTATLQRKQLSADQVDFYIPDRFKTEGYGPNEQAFRS IKERGFSL I ITVDTGIAAVHQEAEKVAKELGLDVI ITDHH
NTDB id 23788 RBAM RS12515 WP 158022330.1 YGDYDADGVTSTSVMLTALRQLSADVDFYIPDRFTEGYGPNEQAFRSIKERGFSLIITVDTGIAAVQEAEVAKELGLDVIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!!!!!!!!* ! !!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!

logo EPGPELPDVFRAI IVHPKQPGCGTYPFKELAGVGVAFKLAHALLTGESLPDEAELMLDLAAIGTI
VADLVPLHDENRL IASTLGI

LERLRRTTNRLPG
NTDB id 23788 RBAM RS12515 WP 158022330.1 EPGPELPDVFAIIHPKQPGCGYPFKELAGVGVAFKLAHALTGSLPEAMLDLAAIGTVADLVPLHDENRLIASLGIERLRTTNRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!!!!!!! !!*!!!!!!! !!!!!!!!!!!!!!!!!!! ! !!* *!!!!!!!!*!!!!!!!!!!!!!!*!!*!!!! !!!*!

logo LKAEL IKLSGGDIGEQADNEETI
VGFQLVAPRLNAVGR I EQADPAVHLLMS

TEDQSFEAEELAASDE IDQRLNKERQKMVKSKTMTDEEAI
VEMVEQQQG

NTDB id 23788 RBAM RS12515 WP 158022330.1 LKALIKLSGGDIGQADEETIGFQVAPRLNAVGRIEQADPAVHLLMTEDQFEAEELASDIDRLNKERQKMVKTMTEEAVEMVQQQG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! !!!!!!!!!! ! !!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!! *!! !!!!!!!!! !!*!!*!!! !!!

logo

G
L
D
N
P
Q
S
TAIVVAKAGWNPGVVGIVASKLAVDERFYRPAI

VVLGIDEEKQGIAKGSARS IRGFNLFETSLSEQCRDI LPHFGGHPMAAGMTLKAE
NTDB id 23788 RBAM RS12515 WP 158022330.1 GNPSAIVVAKAGWNPGVVGIVASKLAERFYRPAVVLGIDEEQGIAKGSARSIRGFNLFTSLSQCRDILPHFGGHPMAAGMTLKAE 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus **!!!!!!!!!!!!!!!!!!!!! *!!!!!!*!!!!!!! !!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!

logo DVAPDELRDSRLNEQI
MADEENTLTEEDF IPVQEVDYLVCGVEDITVES IATELMNMLSPFGMLNPKPHVLMVEKNAVLEDVRKL IGANKNTHVKMTI

V
K
R

NTDB id 23788 RBAM RS12515 WP 158022330.1 DVAELRDRLNQMAEETLTEEDFIPVQEVYLVCGVEDITVESITELNMLSPFGMLNPKPHVMVKNAVLEDVRLIGANKNHVKMTVK 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!**!! !!! *!* !!!!!!!!!!!!! !!!!!!!!!!!!! !*!!!!!!!!!!!!!!!*! !!!!!!!! !!!!! !!!!!**

logo

N
S
D
ESASQVLDCVGFNKGELEQAEGI

VVPGSRTI S IVGEMS INEWNNRKKPQLMIKDAAVPSEWQLFDI
LRGKRTWEDTVSTALPKSAEKRAVI

L
I
VSFKNE

NTDB id 23788 RBAM RS12515 WP 158022330.1 SDSAVLDCVGFNKGELEAGVVPGSTISIVGEMSINEWNNRKKPQLMIKDAAVPEWQLFDIRGKRTWEDTVTALPKEKRVLISFNE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus *! !!!!!!!!!!! !*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!*!!! !! **!! !



logo

D
K
S
T
A
T
H
T
L
QLQRETEKDELRSGRELVAHEVI STSEKDSEQAEKAFLDQLDGAKYAIVFLLDPVPPSALDMRLAQHRLLDEGKAKPER IYF IVF ILNHEDEHFLSSTFPASRDNDHFKWFYYAF

NTDB id 23788 RBAM RS12515 WP 158022330.1 KTAHQLREKELSGELAEITSESEAEALQLDGKYAVFLDVPPSADRLQHLLDGKKPERIYFVFINHEEHFLSSFPSRNDFKWFYAF 680
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus * * ! *! !** !*! ! ! !!! ! ! !!*!!! ! ! *!!*!! !!!!!!*!*!!!*!!!!*!! ! *!!!*!!!

logo LLKRGAFDFVGKKHGSELAKRHKRGWS IVDETINFMTKVFFDLGFVKI EDNGVLSVVSGAKKRDLATDSQTYQAVKQQLMELDQKLNYSASAEHEL
NTDB id 23788 RBAM RS12515 WP 158022330.1 LLKRGAFDFGKHGSELARHRGWSIDTINFMTKVFFDLGFVKIEDGVLSVVSGAKKRDLADSQTYQVKQQLMELDQKLNYSAAHEL 765
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus !!!!!!!! !!!!!!!*!*!!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!! !*!!

logo KEWLNKLMKNQDGSEAYESTRRT
NTDB id 23788 RBAM RS12515 WP 158022330.1 KEWLNKLMNQGSEAYESTRRT 786
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!! ! !!!!!!!!!!

X non conserved
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X ≥ 50% conserved


