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N
SVERSVLVVTFTKAATAELKTRLRARLDDVLQAVLE

NTDB id 237864 BG910 RS11525 WP 089036966.1 MTASAQPFRPLTAPIDGTNLIEASAGTGKTYGIAALFARLIVLEQINVESVLVVTFTKAATAELKTRLRARLDDVLQALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !*!* *! !!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo SKME IAELGDADETDLSDGI
L
A
D
A
EYCAAEHNHERGDETFLPAELLERAQALQKRESRATRL IVRLKAAI

VGDQFDNAAI
VYTIHGFCQR I

VLRDYAFLC
NTDB id 237864 BG910 RS11525 WP 089036966.1 SME.....DAEDSDGLDEYCAANHRGDEFLPELLRAALQRESRARLIVRLKAAVGDFDNAAVYTIHGFCQRVLRDYAFLC 155
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! !*****! !!!* !!! *! !! !!! !! !!!*!!! !!!!!!!!!*! !!!!!*!!!!!!!!!*!!!!!!!!
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NTDB id 237864 BG910 RS11525 WP 089036966.1 RAPFDVELADESRGRLLIPAQDFWRERIVNDPTLAELVFQKRLTPQKMLDTLKSYVGRPYLTFRRPETDLAETRAAVTEK 235
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus !!!!!!! *! !!!*!!!!!!!!!* !! !! ! ! ** !! *! ** !* !!!! !!!! !!

logo WEQKTVCRGRKLLDPEKLEAEGTFWR I FHPDTLNGNSYRKNTSTFGTANLFAKEKLAKQTAKASAEANDGAQLPCEFLDDKDTHEKRLML
N
K
MLASASDEKLEAGGRLKKGKQTPDAA

NTDB id 237864 BG910 RS11525 WP 089036966.1 WEKVRGKLDKLEETFWRIFPTLNGNSYRKTTFTALFAKLKTAAENDALPEFDD....KMNMLAADELEGRLKKGQTPDAA 311
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus ! !* !* !! !!!!*! !!!!!!!! *! !! ! !!* ! ****** ! ! !!* !!!! !!!!!
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NTDB id 237864 BG910 RS11525 WP 089036966.1 AFADLQTVADLGRDLEAADKAAEDARIRLHLDLLDYLNAAVEEAKKSRRERNFDDLLLDVHRALTDNPHGTALAEAVAQN 391
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus !!*!! *!! !!!! ! * ! ! !!!*!!!**!!! * ! !!!!!!! !!!!!!!!! !!!!!!!* *! !!! !
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VAL IDEFQDTDPLQYE I FQSKR I FAIAQRNRAPLFLVGDPKQAIYSFRGADIYAYLQAAEKDAARHRHRYTLADTVNYRSHAAKL IGNGS IG

NTDB id 237864 BG910 RS11525 WP 089036966.1 WRVALIDEFQDTDPLQYEIFSRIFAAQNRALFLVGDPKQAIYSFRGADIYAYLQAAKDAARHYTLDVNYRSHAKLINGIG 471
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus ! *!!!!!!!!!!!!!!!!! *!! ! !!*!!!!!!!!!!!!!!!!!!!!!!!!!! !! **!!! !!!!!! !! !!

logo ALFQRLQKENRPFVLEPDNIGTYGSEKVGAARAEETGSRLKSPAKRPAVQLVRWLHENSDNVDEKLAPANKDAVLRRRAADEYCADE IAFRALANEAASGSGRLNF
NTDB id 237864 BG910 RS11525 WP 089036966.1 ALFQQKNRPFVLPDITYGKVGAARETGRLKPARPAVQVRWLHESDVDLPAKDALRRRAAEYCADEIAFALAEAASGRLNF 551
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!! ! !!!!!* ! ! !!!!! !! ! !!!!!*!!!!! ! * * !! !!!!!!*!!!!!!! !! !! !!!!!
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NTDB id 237864 BG910 RS11525 WP 089036966.1 KDAPLRSDDIAVLVRTKNEGRLVADALKTRRIQSVMLHSESVFAEQEAAALAALLQFWLEPRDTEPLRFALTGVLFRYDA 631
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus !! !! ! !!!!!!!!*!!* ** !!! ! *!!!*!* !!!!! *!!!!! !!* !!!!!! *!!! !! *! !!!
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LLAHWASDESAARQTAALDREIWQKWHYGFI FYAAMQNQFASAQRTHGI ETRLLSDRGNNGTRSLTNYFSQLLELLAAEEDAQNSHRNSPAQA
NTDB id 237864 BG910 RS11525 WP 089036966.1 GALFALNRDEAALLAWSDSAAQAAREWQWHGFYAAMQNFAARHGIETRLLSDGNTRSLTNYSQLLELLAEEDAQSHSPQA 711
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !* ! ! *!*! *!! ! !! *! *!!!!*! !!!!!!!!! ! !!!!!! !!!!!!! !!!! * ! !
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NTDB id 237864 BG910 RS11525 WP 089036966.1 LLQWLNAQIAEAQNGSVAENKTLRLESDEALVKIVTMHASKGLQYPLVYCPFAWDASGL.SEEWAVVHNPNGQTELLAKA 790
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLAGNN.GGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAKA 799
consensus !* !! !! ! ! * **!* *!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! ** *! **!** !!!!!!

logo QLSTEGDSDEQAKQRQYADEDELMAERLRLLYVALTRAEEQLNIYAACYCSNSDMTAPADNPTFLAYL ILEGLSPRDQADDSRAEATVQRERATYAQCSEKRNNAEKDQRD
NTDB id 237864 BG910 RS11525 WP 089036966.1 QLTGDDQARQADEDLAERLRLLYVALTRAEEQLNIYAACCNDMPANTFAYLLEGSRDADRAAVQEAYQSERNNAEKDQRD 870
NTDB id 1132 OK783 RS01905 WP 010951035.1 QLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK......... 870
consensus !!* *! !!!**!!!!!!!!!!!!!!!!!!!!!!!** ! * !* !!!*!! * ! ! ! *!**********
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NTDB id 237864 BG910 RS11525 WP 089036966.1 QAATAMLKRNWLRFIENAPADTEFAFIEGEPPAAAVAAASDAPPRLAAAEIPERTFESVRHTSFTGLSRFAKNADSGHEA 950
NTDB id 1132 OK783 RS01905 WP 010951035.1 .DGITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEED 949
consensus * * !!!!!! ! *!!!! !*! ! ! !!*!! * ! ** !! !!!! ! !!!!!!!*!!!* *! !*!
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NTDB id 237864 BG910 RS11525 WP 089036966.1 LQPSLEPAETAVMLSENPSVPSENEADIHHFPRGANAGVCLHEMLEKLDFNRPAAEQQAQTAEILARYGFEEKWLPAVNA 1030
NTDB id 1132 OK783 RS01905 WP 010951035.1 ACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAE 1029
consensus *!!!**!!! !* * **** !!*!!*! *!!*!!!!*!! ! *!!!! !* ! *!!!!! !!!!!
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NTDB id 237864 BG910 RS11525 WP 089036966.1 LLDTCRQTPLAGGASLADVPAAARLPEMGFTLYTEDFKLGELQKWFRRPDAGLPPECAEAAGMLDFQDVKGFLNGFIDMI 1110
NTDB id 1132 OK783 RS01905 WP 010951035.1 MAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMV 1109
consensus * * !! !!! !* ! !*!***! !!!!!!!*!!!! ! ! ! !*! !!* ! !! !!!* ! !!!!!!!!!*
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NTDB id 237864 BG910 RS11525 WP 089036966.1 FQTSDGLVCIIDYKSNHLGNDTLAYTQQAMNEAVAHHHYYLQALIYAVAVARYFRERRQPLPKIAVRYLFLRGLDGSENG 1190
NTDB id 1132 OK783 RS01905 WP 010951035.1 CQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGG 1185
consensus *! *!! *!!!!!!!!!! ****!!! !!! !!!!!*!!!!!!!!!!!! !!!!* ! !!** * !!!!!!!!!!! !
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NTDB id 237864 BG910 RS11525 WP 089036966.1 IWQWDVETEDLARWL 1205
NTDB id 1132 OK783 RS01905 WP 010951035.1 VWRWDIDAAALEQIK 1200
consensus *! !!** !
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X ≥ 50% conserved


