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NTDB id 237863 BG910 RS10705 WP 089036827.1 .MNIKQQGFTLIELLVTIAIAAIMATIALPNMTEWIASRRAASQAEQVANLLRFARSEAVRLNLPVYVCPAQIKKDGNPD 79
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus ** !!!!!!! !!!* *!!!!!!!!!!!!!!* !!!!!! !!*!!!!!!!!!! ! !!!!!!!!!!*!! !*!!!! !
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NTDB id 237863 BG910 RS10705 WP 089036827.1 NACNTKYSGQGIVAFVDTNNNKIYERSKDTDLRFTAINVHNQPKRLNNFIFT.TDF.NGNKTSDQQIWQFRPNGTFGHSA 157
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFL.RSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
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NTDB id 237863 BG910 RS10705 WP 089036827.1 S....MSDKFTFSDGYVKIVLTDVSAQDDAAKKNRATVVIIDPSGRAEVCAKSDTRKVCGYSES 217
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH... 220
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