
logo MKSLRKHTLALGTSVALATLFLALAACDSKSKQAVEQTASVAPADSAAPQAFSSALSTSFAPAGAFAAPQAAEGALNTVEGQTVDNYTVLASKNTP IPQLQQAGKI
VEVLSEFFGYFCVPHCNA

NTDB id 237860 BG910 RS09820 WP 089036674.1 MKLK....................TAVA....AFALTFAGFAQAATEGTDYTVLSKPIPQLQAGKVEVLSFFGYFCVHCN 56
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA 80
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPAA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA 79
consensus !!** *** * ***** !*!***** * ********* !! *!!!!* !!!!*!!!!*!!!*!!!!!!*!!*

logo

N
HLDEPVLLSEKHAISKSTFAKADDMTYMLRPRTVEHVVWGQDKPEMKLGPTLARVLAAAVDENSMAAGAEMDSKSVHDKQVANGSAHLI FNDAVMYVGNQKIKNLQANDPSTADEVTFLKQKWALAGSAEQRT

NTDB id 237860 BG910 RS09820 WP 089036674.1 NLDPVLLKHSKTFAADTYLRPVHVVWQPEMLGLARVAAAVNSAGM..VHQANGALFNAVYGQKINLADSATFKQWAAAQR 134
NTDB id 1099 NMB RS01545 WP 002215704.1 HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQT 158
NTDB id 1098 NMB RS01465 WP 002224844.1 HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT 159
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logo

G
AFDGKKLVTLAAFYDEANSPAESLQAERAADKQKMEQAELTNEKTYFRQIDSSGTPTVIVGGKYQKLVEFAKPNDGYWAEQQSGMKNTTVIDELQLAIV I

DKVRSEERQGKAKLAKPKQR
NTDB id 237860 BG910 RS09820 WP 089036674.1 GFDGKKLTAAYDNPASLAEAKKMQALTETYRISSTPTVIVGGKYKLEFPNGYAQGMKTVDELIIKVRSERGLKKR 209
NTDB id 1099 NMB RS01545 WP 002215704.1 AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKD.WQSGMTTIDQLVDKVREEQKKPQ. 231
NTDB id 1098 NMB RS01465 WP 002224844.1 AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFAD.WESGMNTIDLLADKVREEQKAAQ. 232
consensus *!!!!!**!!** !*!*!*! *!**!!****!**!!!!!!!!!!**!! * * *!! !*! !**!!!*!** *
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