
logo MTKSLRKHKTI
LALGTSTVALTAVLLFALAACDESKQSQKKVAQETSVPATDGSAPQASSAASSAAPAAPVAEGTL INVEGQTVNYTVLAPSTNAP IPQQQADGKI

VEVLEFFGYFCPHC
NTDB id 237852 BG910 RS07280 WP 089036273.1 MTLKKIALTTLAVFALAACEQKKAETSVPATGA..AASAPAAPVTLIEGTNYTVLPNAIPQQQADKVEVLEFFGYFCPHC 78
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQ.AETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHC 79
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSK.VQTSVPADSAPAA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHC 78
consensus !*** *!!******!!!!!* * **!!!!!**! * !!*!!!* !*!! !!!!! **!!!!!!*!*!!!!!!!!!!!!!

logo AHLEPVLSEKHAIVKSTFKPDDMTYMLSRRSTEHVVWQGKDEML
K
T
PLARLAAAVDEMTAAGAEDSKRSEDVKADNSAHI FNDAMVENQKINKLANQNDEPTADEVTLKNKWLAGSQEQ

NTDB id 237852 BG910 RS07280 WP 089036273.1 AHLEPVLSKHVKTFKPDTYLSSEHVVWGDEMKPLARLAAAVEMTGE..REKADSAIFNAMVEQKIKLNDEATLKNWLAQQ 156
NTDB id 1099 NMB RS01545 WP 002215704.1 AHLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQ 157
NTDB id 1098 NMB RS01465 WP 002224844.1 AHLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQ 158
consensus !!!!!!!!*!*!*!!*!*!***!!!!!**!!**!!!!!!!!*!*** ***!*!*!!*!!!*!!!*!** **!!*!!**!

logo TAFDGKKVLSAAFYEANSPESQTARAADQKMAEQELTEKNKTYFQI SDGTPATVIVGGKYQKVEFAKSDWQESGMKNTVTIDQLLAVDKVREEKQKKAPAAQK
NTDB id 237852 BG910 RS07280 WP 089036273.1 TAFDGKKVLSAYENPESQTRADKMAELTKTYQIDGTPAVIVGGKYKVEFSDWESGMKVIDLLVDKVREEKKAAAK 231
NTDB id 1099 NMB RS01545 WP 002215704.1 TAFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ. 231
NTDB id 1098 NMB RS01465 WP 002224844.1 TAFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ. 232
consensus !!!!!!!!!*!*! !!!!*!!**! !!! **!!*!!!*!!!!!!!*!!! !!*!!! *!!*!*!!!!!!*!***

X non conserved

X similar

X ≥ 50% conserved


