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NTDB id 237849 BG910 RS05650 WP 089035999.1 MFSFFRRKPKSEETAPKTEAAPEAAAERHSDSQNLEASLAALENVFKTQAQAQRPSENSVETERTDAAESEAAAVSESSP 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVG.......NIKEDVES...LAESVKGRAESAVETVSGAVEQVKE 70
consensus !!!!!!!!*! ! *!* *! !! *!* ** ******** ! *** !! ! !* *!! *

logo

M
T
P
V
A
SEMPASVQQSAPSAAEELREAEGEATADE I

R
P
VEMSAPKEAAVAEATVPVGTEAPMVGPQSEVQTEPADPVAETGTAEENEHKLNGWAARLKQGLASKSRDKRMAKS

NTDB id 237849 BG910 RS05650 WP 089035999.1 MPSEMPAVQQSAPSAAEELREEGETADIPEMP.EAAAEAVPTEPMPSETPDPETGANEKNGWAARLKQGLSKSRDRMAKS 159
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVAEMPS.............EAGEAAERVESAKEAVAET.VGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKS 136
consensus * !!! *************! !! !* *! **!! !! ** !*** * * ! *! !!!!!!!!!! !!!!*!!!!

logo LAGVFGGGKQIDGEDLYEELETVL ITGDMGMEATENYLMKDVRDGRVSLKGLKDGANELRGALKDEAI
LYDL IKPLEKPLQVLPENTKE

NTDB id 237849 BG910 RS05650 WP 089035999.1 LAGVFGGGKIDEDLYEELETVLITGDMGMEATNYLMKDVRDRVSLKGLKDGAELRGALKDAIYDLIKPLEKPLQLPENKE 239
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKE 216
consensus !!!!!!!! ! !!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!! !!!!!!!*!*!!!!!!!!!!! !!! !!

logo PFVIMLAGINGAGKTTS IGKLAKYFQAQGKSTVLLAAGDTFRAAAREQLQAEWGAGRNNSVTVI SQATTGDSAAVCFDAVQAAKA
NTDB id 237849 BG910 RS05650 WP 089035999.1 PFVIMLAGINGAGKTTSIGKLAKYFQAQGKTVLLAAGDTFRAAAREQLQEWGARNSVTVISQATGDSAAVCFDAVQAAKA 319
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKA 296
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!*!! !!!!!! !!!!!!!!!!!!!!!!!

logo RGIDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAI
MPDGAPHE I IAVVLDANIGQNAVNQVKAFDDALGLTGL IVTKLDGTAK

NTDB id 237849 BG910 RS05650 WP 089035999.1 RGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAMPDAPHEIIAVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAK 399
NTDB id 1118 NGFG RS11455 WP 003696286.1 RGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAK 376
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GGI LAALASDNRP I
VPVRYIGVGEGIDDLRPFDARAFVDALLD

NTDB id 237849 BG910 RS05650 WP 089035999.1 GGILAALASNRPIPVRYIGVGEGIDDLRPFDARAFVDALLD 440
NTDB id 1118 NGFG RS11455 WP 003696286.1 GGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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