
logo MFYLYQSDNRLESYLAALFACR IQRKREVKQPLAKCGALQRAPEEQIVVQSQGMRRYLGNATCFLARDELTGVAANLAKFSLPAGLTWKRLMKREKFL IAPGI
NTDB id 237842 BG910 RS03980 WP 089035726.1 MFYLYQSDRLEYLAALFCRIRREQPLAGALRAEEIVVQSQGMRRYLGAFLARETGVAANLKFSLPAGLTWRLMREFIAGI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!! !!! !!!!!*!! * !! *!! *! !!!!!!!!!!!! *!!!* !!!!!! !!!!!!!!!*!!* !*!!

logo PAELSPFAPEVMRWRLLDLFRSASERFQNTAGASEFAEDGAVRNSAVLQDGYLGNSGEGASADYQRLAGQLADI
VFDQYLVYRPQWIDAWQAQGKR I

TLDG
NTDB id 237842 BG910 RS03980 WP 089035726.1 PALSPFAPEVMRWRLLDLFRSSRFQTASEFAGARSALQGYLNSGGAADYRLAGQLADVFDQYLVYRPQWIDAWQAGKTLD 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!!!!!!!!!!!!!!!!! !! * !! ! !! !! !! !!! !!!!!!!*!!!!!!!!!!!!!!!! !* !

logo LGDADEGIWQASKQLWHRYLDDGRQSAPHRVALWEKTLLASARLDSAKDKLPERFYFVFGI STMAPMYLQLLHQKLSEHCDVFIMVFLALNPSGSMR
NTDB id 237842 BG910 RS03980 WP 089035726.1 LGDAEGWQAQLWHYLDDGRQSAPHRVALWETLLSRLSADKLPERFFVFGISTMAPMYLQLLQKLSEHCDVIMLALNPSSR 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!! ! !! !!*!!!!!!!!!!!!!!!!! !! ! !!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!! * !!!!!

logo

H
YWGDNVI EAPAQI LKGAGDGDAPDLNTLQASGHPFLLASLGKQGRDFFDFLNE I

ME I
LEEESRTPVFVDFEDEGSGQPRDTLLHARLQHTDIQRNTLAKMPSENV

NTDB id 237842 BG910 RS03980 WP 089035726.1 YWGDVIEPAQILKGADDADLNLSGHPFLASLGKQGRDFFDFLNEIELEESRVFDEDSQPDTLLHRLQHDIRTLAMPSENV 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus *!! !!!*!!!!!!* !*!! !!! !!!!!!!!!!!!!!!!!*!*!! * !* *!!!!! !!*!! ! !!!!!!

logo

G
P
S
T
N
V
A
G
EKML

T
D
GDGS IVCR I

VVSAHSPLRELQI LKDKR I
LLHKI LAHEHPDTWQPHDIAVLTPNI EPYSTPF I EAVFGQAQAPGAQALPYSVS

NTDB id 237842 BG910 RS03980 WP 089035726.1 PTNAEKMLGDGSVRVVSAHSPLRELQILKDRILHILAEHPTWQPHDIAVLTPNIEPYSPFIEAVFGQAQAGAQALPYSVS 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 GSVG...TDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
consensus ** **** !!!***!!!!!!!!!!!!!!!**!*!!*!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!

logo DVKRI
LSRRQPFLFYALECQVLSDLLESRFEVDGKVLAMLLESTAPPVLARRFGLTAGDDLPLLHDMTVAADLKNVHWGLDGKETMRGGSTDGQLFTW

NTDB id 237842 BG910 RS03980 WP 089035726.1 DVRLSRRQPLFYALEQVLDLLESRFEVDKVLMLLESPPVLARFGLTADDLPLLHDTVAALKVHWGLDKTMRGGSDGLFTW 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
consensus !!**!!!!! !!!!!*! !!!!!!!!! !!! !!!**!!! !!!!!*!!!!!!!! !! ! !!!!!! !!!!*! !!!!

logo

K
QQAALDERLMI

VLGWMLPEGGQNPLMWHQDGI
VSAWHYAGDVNQRLTADMTFAGRFAAFLVERTLASDI

TAR I
LWARQNPADTTVAGEGWTVARACRDGLLVEATLFAQAPDGDPAD

NTDB id 237842 BG910 RS03980 WP 089035726.1 QQALERLVLGWMLPEGQNPLWHGISAWHGDVNRLDTFARFAAFVRTLADTARLWAQNADTAGWTARARGLVEALFAPDDA 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
consensus !! *!**!!!!!!!! !!*!* *!!!**!!! !*!!!!!* !! ! !!*! !*! * ! !!*! !*! !! * *



logo DQKYALVQNQFLENQAELWAVKQWNQEQEASATLAGFFTGEQLPPQPQTAVI
LRHI

LRRFLDGSESDEAGFLRGGITFCSMVPMRSLPFKVI
LCLLGLNDGDNF

NTDB id 237842 BG910 RS03980 WP 089035726.1 DQYALQQFEQALAQWNQEAALAGFTGELPPPTALRHLRRFLGSESDAGFLRGGITFCSMVPMRSLPFKVLCLLGLNDGNF 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF 637
consensus !! !*!* !* !* ! !!!! ! !!**! *!!*!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !

logo PRNTKAAEVFDL IVAKRHPAQKGDRARRDDDRYLFLEAL I SARE I LYLSYIGRDIRKNDAEELAPSSASLLGAEL IDTVAAMTGTNRSRDQ
NTDB id 237842 BG910 RS03980 WP 089035726.1 PRNTKAAEFDLIARHPQKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRNDAELAPSALLGALIDTVAAMTGTRSRD 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 PRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQ 717
consensus !!!!!!! !!!*!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!*! !!! !!!!!!!!!!! !!

logo LALEQNTWI EVQHPLQAPFSRRYF IQEPSETRPHGGQI
RSDGI

L
F
S
G
STRRTDYAAALAGQTPEPSPKQAPFFDRQPLVEQENANEQPAVAAE I

VGQDNEFL IARFWKRN
NTDB id 237842 BG910 RS03980 WP 089035726.1 LLETWIVQHPLQPFSRRYFIPSETRPHGQISDGLSSTRRDYAAALAQTPESPKAFFRQPLQENQPAAAVGQNELIAFWKN 800
NTDB id 1133 OK783 RS06970 WP 010951252.1 LAQNWIEQHPLQAFSRRYFQE......GGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRN 791
consensus ! !! !!!!!*!!!!!! *******! !!!* !! !!!!!!*!!!!*! *!! !!* ! ! *!! ! ! !!*!

logo PVKSVWLHQQQTLAGWRSEPHYI
R
D
G
A
E
A
VWEPSAEPFEPEQAHAEGQTAIAAEATYI

L
D
GARRERGKQDNFDSDQTVAAVR I

LAAESLLVPASGELGKLWQAQRSFQATADAK
NTDB id 237842 BG910 RS03980 WP 089035726.1 PVKSWLHQTLGWREPYRDAVWESAEPFEPEAAGTAAAAYLDARRRKQNFDDVAVRLAAESLVPAGELGKLWQARFQADAK 880
NTDB id 1133 OK783 RS06970 WP 010951252.1 PVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAK 870
consensus !!! !!** !*! !!* !!*!!!!!! *! ! !* !!! ! ! ! !*!!!!!*! !!!!!!!! !! !!

logo

H
QIDQTATLVLDNGSPKHLPPFHAPYAE I

L
P
T
FVQDF

S
D
G
D
GQI

TLKQGSLGTDNLVYQRCRGQI
V
F
L
F
YAEYGKKTPNAPEQRTLVAFVLYLEKHL I FCAVMRPSEASESTARQTFWI

L

NTDB id 237842 BG910 RS03980 WP 089035726.1 HIDQTLLDGPKHPPHAYELTFVQDFGDQTLQGSLTDVYQRGQILFAEKTPNAPETLAVYLKHLIFCAVRPSESESAQTWL 960
NTDB id 1133 OK783 RS06970 WP 010951252.1 QIDTAVLNSPKLPPFPYAIP....SDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFI 946
consensus *!! *! !!*!!**! ****** ! ! !!! *! *!!* *! !!!! *! ! !!!!!!! !!! !* !!**

logo VLQPSDGEQTEQHVLYAPE IAPQDIARALRAQLMLASDEWLMAFYFYNS IRGQNTRPLPFFAKTCSLAEAAEKAKFYALKQEKKQTDENDKKWAEAALKAKAAQDTAYKYGNSKI
V
N
SKGQ

NTDB id 237842 BG910 RS03980 WP 089035726.1 VLPDQTQHYPEIPQIAARAMLADWLAYYSRGQTRPLPFFAKTCLEAAKKYLKEKTDENKKAAALKAAADAYKGNKINKGQ 1040
NTDB id 1133 OK783 RS06970 WP 010951252.1 VQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQ....DWEAALKKAQTAYYGSKVSKGQ 1022
consensus ! * ! * *!!*! ! *! *!*!** !! !!!!!!!!!*! !! * **** !!!! ! !! ! !* !!!

logo

G
K
D
SYTDETVAL IVFGNADESQTANPLYEQTDPLFEWENLALEKRLLALDPLTLAAALEQEKKREEGDTGAEAV

NTDB id 237842 BG910 RS03980 WP 089035726.1 GSYTDTALIFGNDETAPYETDLFWELLEKLLLPLLAALQEKEEDGEAV 1088
NTDB id 1133 OK783 RS06970 WP 010951252.1 KDYTEVALVFGNASQNPLEQPLFENLA.RLLADTLAAAEKREGTGAA. 1068
consensus !!* !!*!!! ! ! *!! ! **!! * !!! *! ! !*



X non conserved

X similar

X ≥ 50% conserved


