
logo MKKI LLVTVSLSGLALGSACAGTKQGATVADKDAQITQDWSVDEKLYKAEAQDELNSNSNYTRAVKLYE I LESRFPDTGSRYHARQQASQLDTA
NTDB id 237833 BG910 RS01430 WP 089035306.1 MKKILLVVSLSLALGACAGTKGAADKDAQITQDWSVDKLYKEAQDELNSNNYTRAVKLYEILESRFPDGRYAQQAQLDTA 80
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACA.TQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTA 79
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACA.TQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA 79
consensus !!!!!!*!!!*!!!*!!! !*!**!!!!!!!!!!!!*!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!**!*!*!*!!!!!

logo YAYYKDDEPKEDKALAAIDERFQRRQLYHPQHPNTMDYALYLKRGLVLFNEDKQSFLNKLASQDWSDRDPKANRDEAYQSAFAQELVQQRYFPDN
NTDB id 237833 BG910 RS01430 WP 089035306.1 YAYYKDDEPEKALAAIERFQRQYPQHPNTDYALYLKGLVLFNEDKSFLNKLASQDWSDRDPKANRDAYQSFAQLVQQYPD 160
NTDB id 1106 NGFG RS01495 WP 003687645.1 YAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
NTDB id 1102 NMB RS03635 WP 002244053.1 YAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
consensus !!!!!!!!**!!!!!!*!!*!**!!!!!*!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!*!!!**!*

logo SKYAADATEARMTVRKLVDALGGNEMASVARYYMKRGAYLIAAVANRAKQKIVI EGRSYQNTRYVEESLAMIMLELAYQKKMLGDKQPRQLAGADTRR
NTDB id 237833 BG910 RS01430 WP 089035306.1 SKYAADATERMTRLVDALGGNEMAVARYYMKRGAYLAAVNRAQKIVERYQNTRYVEESLAMMELAYQKMGKQQLAGDTRR 240
NTDB id 1106 NGFG RS01495 WP 003687645.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRR 239
NTDB id 1102 NMB RS03635 WP 002244053.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRR 239
consensus !!!!!!!!*!!**!!!!!!!!!!*!!!!!!!!!!!*!!*!!!*!!***!!!!!!!!!!!!**!!!!*!**!**!!*!!!!

logo

I
VLAEQTNFPKSPFLKTQHAPWRQSPNDDMPWWRYWKH

NTDB id 237833 BG910 RS01430 WP 089035306.1 ILAQNFPKSPFLTHPWQPNDMPWWRYWK 268
NTDB id 1106 NGFG RS01495 WP 003687645.1 VLETNFPKSPFLTHAWQPDDMPWWRYWH 267
NTDB id 1102 NMB RS03635 WP 002244053.1 VLETNFPKSPFLKQPWRSDDMPWWRYWH 267
consensus *!**!!!!!!!!***!***!!!!!!!!*
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