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SKYAADAT|ZRMpy LVDALGGNEM VARYYMKRGAY AAWNRAQKI IBJYQNTRYVEESLA ELAY[NK [GK[JQLA DTRR]
SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTIAAANRAKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRR
SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRR
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LIANNFPKSPFLTHPWQP DMPWWRYW 268
VLETNFPKSPFLTHRWQPDDMPWWRYWH 267
VLETNFPKSPFLKQPWRSDDMPWWRYWH 267

X non conserved
B similar
>507% conserved
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