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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 237779 CFA77 RS05135 WP 034814137.1 .MAGSVNKVILVGNVGQDPEVRQFQNGGQVASFSLATSETWKDKNTGERKEKTEWHRVSVFSEGLVRVVQNYIKKGSKLY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
consensus **!!!!**!**!*!!**!****!**!*****!!!!*!*!***!***!*!!!!******* *******!**!!* *!
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN.. 150
NTDB id 237779 CFA77 RS05135 WP 034814137.1 IEGQLETRKWQDKDGQDRYTTEVVLRGFNSTLTMLDSRNEGGG.RSSGND.............FGGYQGQAGAPRQ.... 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGG...........MNVPAQQGSWGQPQQPAKQ 147
consensus *!!****!!*!***!**!****** * * !!**!***** * * * * *** *** ****
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NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGN...ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 237779 CFA77 RS05135 WP 034814137.1 ..............MSGPQ.ESFSQDLDDEIPF 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQP...MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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