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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLR 73
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLP 75
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLP 75
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 MSLALVHSRARVGVHAPEVRVEVHLSGGLPSTQIVGLPEAAVRESRERVRAALLCAQFEFPARRITINLAPADLP 75
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLP 75
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLP 75
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLP 75
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLP 75
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KEGSAYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIV 148
NTDB id 1271 LPP RS03220 WP 011213198.1 KTGSGFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLT 149
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KTGSGFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLT 149
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 KEGGRFDLPIALGILAASGQIDRQALADYEFLGELALTGELRGVDGVLPAALAAAQA.GRRLIVPLANGAEAAIA 149
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KEGGRFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALV 149
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KEGGRFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALV 149
NTDB id 1349 HI 1117 AAC22771.1 KEGGRFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLV 149
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KEGGRFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLV 149
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPP 223
NTDB id 1271 LPP RS03220 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 GHVEAFTARTLLDVCATLNGSQKAPAAELAVQAL....GARALPDMADVRGQPHARRALEIAAAGGHHLLLVGSP 220
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1349 HI 1117 AAC22771.1 SDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPP 224
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPP 223
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLA 298
NTDB id 1271 LPP RS03220 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLA 294
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLA 294
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 GCGKTLLASRLPGLLPEASEAEALETAAISSISGRGL.DLARWRQRPYRAPHHTASAVALVGGGTHPRPGEISLS 294
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLA 294
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLA 294
NTDB id 1349 HI 1117 AAC22771.1 GTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLA 298
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLA 297
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L IVGASALMNPCSPSCTGFWHQYAFWYPQTEGDNGDGNTSPSQGARHQNACNTMRASCTNTSSPFDQAEQRSLMIQRLMSR
NTDB id 1323 RA0C RS07335 WP 004916218.1 HNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTSSSFEMQR 372
NTDB id 1271 LPP RS03220 WP 011213198.1 HHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISR 369
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISR 369
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 HNGVLFLDELPEWQRQTLEVLREPLESGVVTIARAARSVDFPARFQLVAAMNPCPCGWAGDGSGRCRCSSDSIRR 369
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGS..QARANPQSILR 367
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGN..QARTNPQAILR 367
NTDB id 1349 HI 1117 AAC22771.1 TNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGT..HNRTSPQQIMR 371
NTDB id 1387 A4U84 RS06900 WP 020457569.1 HNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGT..HNRTSPQQLMR 370
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YLNKLSGPLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHF 445
NTDB id 1271 LPP RS03220 WP 011213198.1 YLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMV 440
NTDB id 1248 GCO85 RS03150 WP 011213198.1 YLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMV 440
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 YRSRISGPLLDRIDLHVEVPRLPPQALRS..GNPGEDSASVRARVVAARQRQLARGA....LPNAQLDQADTDRH 438
NTDB id 1153 A1552VC RS00115 WP 000521788.1 YLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQY 437
NTDB id 1397 DSB67 RS15690 WP 005535577.1 YLGRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAF 437
NTDB id 1349 HI 1117 AAC22771.1 YLNRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERD 441
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YLNRLSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQD 441
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NTDB id 1323 RA0C RS07335 WP 004916218.1 CELDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 CELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 CELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 237727 XcvCFBP7111P RS03015 WP 089111487.1 CRLQHDDQVLLERAIEHLQLSARSMHRILRVARTIADLDDSADIATRHLTEAIGYRKLDRALGAASAA.. 506
NTDB id 1153 A1552VC RS00115 WP 000521788.1 CPLLKADAEFLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 CPLQKSDAEFLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 CKLNDKDAFFLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 CKLTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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