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NTDB id 237689 CFE53 RS02385 WP 148120307.1 ...MISLQDLYLYTIRRNIILLKECGIRISERAYLITIALSAVIPILLKYFLNLTLKSFIILLIMYSLSVFVLPRIIYDI 77
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYES 80
consensus *** ! **!* ! !!! *!! *! ** !! ** * * **!!!!! !! !!!* *!! *! !! !! !*!*
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NTDB id 237689 CFE53 RS02385 WP 148120307.1 KIERFERNLPKALYVMVLALESGRSVVDAINEVIESNIKEVDIVFLKIVKLITDKKLSFEDAVLLVSTSMDSKIFRLLGR 157
NTDB id 57 MMJJ RS05245 WP 104837972.1 KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGR 160
consensus !***!**!*!!!!!!!!! !*!!!!!!*!!!!!! ! !*!!!*!! !!! !*!**!!!!!!!**!!! !*!!!!!! *!!
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NTDB id 237689 CFE53 RS02385 WP 148120307.1 LLIENRKYGGELAKTLATLAKTLEDLENLRTQLLSVTANGLAVGLIILCGVVPATAGIIGGYLNITAALLPNGTPVTPQE 237
NTDB id 57 MMJJ RS05245 WP 104837972.1 LIIENRKYGGELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQ 240
consensus !*!!!!!!!!!!! !! !!!!!*!! !!**!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!! * ! ! **! *
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NTDB id 237689 CFE53 RS02385 WP 148120307.1 IAKCMEIIQIGTGIFGFLFTIPLFGLKFSRMVVGSTLCMTFGMLSFYVTLNMTKFLFT 295
NTDB id 57 MMJJ RS05245 WP 104837972.1 ISKAIETIQMGSGLFGLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus ! !**! !!*!*!*!! ! *!!!!!! !!** * *!!!!** *!! ! *! !!

X non conserved

X similar

X ≥ 50% conserved


