logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 237606 A8H35 RS03685 WP 009893048.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

o LR XL ALTPRLCRD ALLCLS T RV L L sl Wemss i b

MKINSLQLRLSQHLALTPQLQQSIRLLQLST ELQQEVINWA JXNNPLLEW W W [ |@3#R ADGSVHARISIASEH PP
MK[WSLQLRLSQHLALTPQLQQSIRLLQLST ELQQEViANA WWINPLLER [y w Iy TR ADGSVAMN Es pllpgga
ok 1ok

| T T T T A A A O O A R A I x FEELL % skl xx Dxx! 1111 |

T ene e e sl DR sl ol sl

G TTETNEREERDETAGVDEYRGYEADECH AR QENIREESEA ASDEYL. PRIEHET SIS LB EBYARIRE T Q AR
sPPPMAN@ADHA . BT ABASYENGSIFDED Y TEREDS I aBKIEQ S . YR BRI A EPH QI EEAYERIAPLKLE
! LT Tk TN * T ox

*rkk kK Kk EENEY PIEEETY IR !

) e e A AN

PRD LVWFLIESLDD GYL SLDE LADLPAELEV DEL AAL RBISFDPAG GARSABECLIMLQLISRLDPSPgy
PRD LVHWFLIESLDD GYL SLDE LADLPAELEV DEL AALJ} SFDPAG GARSAMECLMWLQL{NRLDESPE ¥
* %

S R L L R Prrorrr rrrxtd

el e R

LALWIVSQHLELLAARD TRL K[NLI¢:WN IRSLIFPFPG A G AEAD VVPD V KI\ [ESJW[NAINLNP V
LALWTVIJQHLELLAARD TRL KELEAj IRSLEPFPGEIA G AEAD VVPD V Kjy IX&WIA
11 1l [ Y * 1

0LNP V
trrrrrrrrrrrrnd ! Pl sk sk DDkl D1 skok !kl
\
Vt
\
\

O S

P LRINj3l YA TLRIYSRG J@§JA BJLIMQELQEARWLIKNIQQRF TILRVEQAIVERQKNFFEHHGEIAMRPLVLREIADTL
P LRIN YA ILRESSRG [¢€A NLMNQLQEARWLIKNIQQRF TILRVSJQAIVERQKSJFFSHGEIAMRPLVLREIADTL
Pk DL Doksk Dbk D 0D P lloksk Lk 0 L LLUEEEEEEL skl b0 FEEEEE L b bt

VTR AT BT S TR KL A LA

GLHEST SRVTT[EKYMMTPIGTMEIJKYFFGSHVST TGGAASSTAIRALIKQL GAEDPKEPLSDSRIAELL EQGFVVA
GLHEST SRVTTNKYMATPRIGTIJEMKYFFGSHVST TGGAASSTAIRALIKQL GAEDPKNPLSDSRIAELL EQGFVVA
ro

PO kbbbl b 1l

TR

RRTVAKYREALKIPAVNLRKSL oy
RRTVAKYREALKIPAVNLRKS LRI
R

80
80

160
158

240
237

320
317

400
397

480
47T



(>4 S

non conserved
similar
>50% conserved



