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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 ........MSENTNIFINRELSWLKFNSRVLEQCKKDIPLLEKLKFLAIYCTNLDEFYMIRVAGLKQLFTAGIVVSGNDE 72
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 MTPLDQLREIRAYLQNEKNELENEYFKIKNELANKGLFIKNYNELDEELSAKADEFFFTQIMPIIIPIAVDSTRPFPHLN 152
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MTPLQQLKAIRKYLHQEKELLERYFNEITSELEKENLFIKHYENLDENLKQKCDEYFFSNIFPVIVPIAVDATHPFPHLN 160
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 NLSFALAVKLREENNPESVHFGMIRISRVLPRFVKVANDTYVPISSIVGRHAEEIFPGYKLISSAAFRVTRNADIVIEEE 232
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 NLSFSLAVKICDKAHPELVKFGMIRIPRVLPRFYEVSANIYVPIESIVHQHAEEIFPGYKLLASAAFRVTRNADMVIEEE 240
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 EADDFMIILEEGLKLRRRGAFVRLQVQKDADPEILEFLNAHLKIFYKDVYEYSIPITLDGLWEITSNKDFINLAYPPYAP 312
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 EADDFMMILEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 320
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 KTLPPFDENVSIFSTMDKENILIYHPYESFDPVEKLIKEAAKDPKVISIRMTLYRVEKNSPIVQALIDAANDGKQVTAMV 392
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 KTLPPFDENLSIFDAVEKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAASDGKQVTVMV 400
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 ELKARFDEENNLHWAKALEQAGAHVIYGITGFKVHAKITQIIKKDAGKLKFYMHLGTGNYNGSSAKIYTDVSFFTTDEMF 472
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF 480
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!**!*!*! * !!!!!!!! !!!!!*!!!!!!!!!!*!!* !

logo

A
E
K
RDTTNSFFHI LSGFYNSKNRKRLDQKTLSMSPMNQIKEKRLVLEMIMR I

METESKYGKENEGRVIVAKMNASLVDSDI
M
I
V
K
QALCYEKASAMAEGVKQIDL I IV

NTDB id 23750 CHAB381 RS08065 WP 012109543.1 EKDTTNFFHILSGYNKNRKLDKLSMSPMQIKERLLEMIMMETEYGEEGRIVAKMNALVDSDMVKALCKASAAGVKIDLIV 552
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKVLEMIRIETSKKNEGVIVAKMNSLVDSDIIQALYEASMEGVQIDLII 560
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VFYFKHNSENPGNFYFYI SSADWMPRNLERRLELMTP IYDENRLSKQANKLAKEQFI LKRLQ
NTDB id 23750 CHAB381 RS08065 WP 012109543.1 RGICCLRPGIKGVSENIRVISIVGKYLEHARIFYFKHNNPGFYISSADWMPRNLERRLELMTPIYDENLQNKLKEILKLQ 632
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 RGICCLKPDE.EYSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQ 639
consensus !!!!!!*! * ! !!!! !!*!!!!!!!!*!!!!! ! **!!!!!!!!!!!!!!!!!!!!!!!! !! !*!!
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NTDB id 23750 CHAB381 RS08065 WP 012109543.1 IKDNNLAFELKNSGSYEKVEVPDGCEKINNHEYLENYYNKLYKNIQKHRDDHI.SMIATKLLKES 696
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 LSDNVLAYELKNNGEYEKIPS..SEKIIDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 702
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