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NTDB id 23731 BLI RS14225 WP 003183932.1 MQRHNPDQIEMEEASFVKGTVTAVIYHNETNLYTVLKVKVEETSESFEDKTVSVTGYFPLIHEDDIYTFYGKTASHPKFGLQFQA 85
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQA 84
consensus * **!!!* *!! ***!!!! !!!!!*!!!!!!!!!!! !!!! !!! !!!!!!!! **!** !!!!!! *!!!!!!!!!!

logo

D
EHFKKE I

VPTTKEGI
V IQYLASSDLFEGIGKKTAEE IVKNKLGDEGSAINKI LASDAGASVLYDVPKRLSKKKADKTLAAGALQQRHQGLEQIMI SLNS

NTDB id 23731 BLI RS14225 WP 003183932.1 DHFKKEVPTTKEGVIQYLASDLFEGIGKKTAEEIVNKLGEGAINKILSDGAVLYDVPKLSKKKADKLAAALQQHQGLEQIMISLS 170
NTDB id 355 BSU 27480 NP 390625.1 EHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLN 169
consensus *!!!!!*!!!!!!*!!!! !!!!!!!!!!!!!!!! !!!* !!!!!! !* !!!!!!*!!!!!!! !!*!!! !!!!!!!!!!!

logo

E
QFGFGPQLSMKIYQAYEASETLDEKIQRENPYQLVKDVEGIGFGIKADELGGSRMGI

LSGKNHEPER I
VKAAI LYTLVEATTCLQSEGHTYI ETERQL

NTDB id 23731 BLI RS14225 WP 003183932.1 EFGFGPQLSMKIYQAYEAETLDKIRENPYQLVKDVEGIGFIKADELGGRMGISGKHEERIKAAILYTVEATCLQEGHTYIETRQL 255
NTDB id 355 BSU 27480 NP 390625.1 QFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQL 254
consensus !!!!!!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!! !!!!!! !!!*!! !*!!*!!!!!!!*! !!! !!!!!!!! !!

logo I IDETQKSLLNQSAGRDEGEQKR I
VTEMDAVADNAI IASLGENQKDE I

L
F
VI EDEGRCYFYPSLFYYAEQNSFVAKRVKQHKIAGSQTEYDEDNQFPESEFLLALGELE

NTDB id 23731 BLI RS14225 WP 003183932.1 IIETQKLLNQSAGD.EKVTEMDVADAIISLGEQKELFIEDERCYYPSLYYAEQSFAKRVQKIAGQTEYDDQFPESEFLLALGELE 339
NTDB id 355 BSU 27480 NP 390625.1 IIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELE 339
consensus !!*!! !!!!!! ** **!!!! ! !!! !!!*!** !!! !!!*!!!*!!!! !!!! *!! !!!!* !!!!!!!!!!!!!!!

logo ERMDKVQYAPSQKEAIQKALMSSPMLLLTGGPGTGKTTVIRGIVELYGSELHGLVSLDNPASADYKKDEATFPFIVLAAPTGRAAKRMSESTGL
NTDB id 23731 BLI RS14225 WP 003183932.1 ERMKVQYAPSQKEAIQKALMSPMLLLTGGPGTGKTTVIRGIVELYSELHGLSLNPADYKKDETFPFVLAAPTGRAAKRMSESTGL 424
NTDB id 355 BSU 27480 NP 390625.1 ERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGL 424
consensus !!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!! ! !!!!! !! !!!!!!!!!!!!!!!!!!!

logo PAVTIHRLLGWNGAEGFTHDTEDNQP I EGKRLL I IDEATSMLDIWLANHQLFKAIPDHR IQI
V I IMVGDEDQLPSVGPGQVLRDLLASNQVIPST

NTDB id 23731 BLI RS14225 WP 003183932.1 PAVTIHRLLGWNGAEGFTHDEDNPIEGRLLIIDETSMLDIWLANQLFKAIPDRIQVIMVGDEDQLPSVGPGQVLRDLLASNVIPS 509
NTDB id 355 BSU 27480 NP 390625.1 PAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPT 509
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!*!!!!!! !!!!!!!!!*!!!!!!!*!!*!*!!!!!!!!!!!!!!!!!!!!!!*!!!*

logo VRLTDIYRQAEGSS IVELAHEQMKNQGKLLPENNLATAPTKDRSF IRCGRGQQSQIKEVVEKVVAKNALKQKGYSTAKRDIQVLAPMYRGAKAGINEL
NTDB id 23731 BLI RS14225 WP 003183932.1 VRLTDIYRQAEGSSIVELAHEMKQGKLPENLAAPTKDRSFIRCRQQQIKEVVEKVVKNALQKGYSARDIQVLAPMYRGAAGINEL 594
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
consensus !!!!!!!!!!!!!!!!!!!! !!*! !! !! !!!!!!!!!!! !!!!!!!!!! !!! !!!*!*!!!!!!!!!!! !!!!!!



logo NAVLMLQDGI LNPPKEPKGRRELMKFYGDVVYRTGDKI
VLQLVNQPEHNNVFNGDI

MGE ITVS I FYAKENTEKEDMAVVSFDGNE I
MTFATKKDFNQF

NTDB id 23731 BLI RS14225 WP 003183932.1 NALLQGILNPPKPKGREMKYGDVVYRTGDKVLQLVNQPEHNVFNGDMGEIVSIFYAKENTEKEDMAVVSFDGNEITFAKKDFNQF 679
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF 679
consensus ! *!! !!!!!!*! !!*!*!!!!!!!!!!*!!!!!!!!*!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!

logo THAYCCS IHKSQGSEFP IV I
VLPVVKGSYYRMLRRNLLYTAITRASKKFL I LCGEEEALEWGVKNKNDEASSTEVRQTSLKNRRLQSQVAQAVEHEEMDAE

NTDB id 23731 BLI RS14225 WP 003183932.1 THAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAITRSKKFLILCGEEEALEWGVKNKESSERQTSLKRRLQQAAHEEDE 764
NTDB id 355 BSU 27480 NP 390625.1 THAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA 764
consensus !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * * !!!!!! !! *! !

logo ELEMALQKELPFSVHYDANIGMEGITPFDFMEKEKEAQEQ
NTDB id 23731 BLI RS14225 WP 003183932.1 ELMALQKELPFSVYDANIGMEGITPFDFMEKEAE 798
NTDB id 355 BSU 27480 NP 390625.1 ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !! !!!!!!!!!!*!!!!!!!!!!!!!!! !
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