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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 237308 CES94 RS19240 WP 088765867.1 MASRGVNKVIIIGRLGHDPEIRYSPSGTAFANLTVATSEQWRDKQTGEQKEQTEWHRVVMSGKLAEIASEYLRKGSEVYL 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQN.NQR.... 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.EE...GYGQSQEAYQRPAQQS.....RQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.DE...GYGQSQEAYQRPAQQS.....RQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGG.NQ...GSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 237308 CES94 RS19240 WP 088765867.1 EGKLRTRKWQDQSGQDRFTTEVIV.GVGGTMQMLGGKQGGNE.QS..............SPQRNDG.............. 130
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPA.QG...GM..NVPAQQGSWGQP.....QQPAKQH 148
consensus *!****!*** * !**** **** * ***!**** * * * ! * *

logo

N
Q
P
G
P
S
G
M
H
N
R
P
Q

A
N
Q
S
T
E
Q

G
R
A
N
Q
P
S
A
Q
F
Q
A
P

A
N
Q
Y
P

D
S
Q
R

D
K
Q
R

P
Q
A
F
G
P
N
Q
A
V

H
N
Q
Y
P

D
N
S
A
G
A
E
K
A
PP I

M
V
D
E
M

I
N
D
S
I
FDDDLIPF

NTDB id 113 BSU 40900 NP 391970.1 ...RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 237308 CES94 RS19240 WP 088765867.1 ...QQQRQQPQQQ.GNHSEPP.MDFDDDIPF 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQYSQ.PQYNEPP.MDFDDDIPF 177
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