
logo MLTKCEGIVLRTNDYGETNKI IVTLLTREHGKIGVLMARGAKKPNSRLSAI
VSQPFLYAGSFLFMQRKSTSGLGTLEQQGEMIELSMRGNIREDL

NTDB id 23728 BLI RS13460 WP 003183624.1 MLTKCEGIVLRTNDYGETNKIITLLTREHGKIGVLARGAKKPNSRLSAISQPFLYASFLFRKSSGLGTLEQGEMIESMRNIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!*!!! !*!!!!!! !!!!! !!! !!!!!

logo FLTAYAAYI
VAEL IVDKRGTEEKKPNPFYLFEFL ILLEQSLMKRQRLNDEGTDPDI

V IATFNI
L
I
V
E
Q
M
VKMLGSVMGLYPELDNEHCVHCKSKQDGTFHFS IVRDNG

NTDB id 23728 BLI RS13460 WP 003183624.1 FLTAYAAYIAELIDKGTEEKKPNPFLFELLLQSMRRLNDGTDPDIIANLIEVKMLSVMGLYPELDECVHCKSKDGTFHFSIRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!!*!!!*!*!!!!!!!!!*!!! *! !** !!*!!!!!*! ** *!!! !!!!!!!! *!!!!!! !!!!!!!*!!!!

logo F ICHRCFAEKDPYR IP I
L
K
SPAQSTARLLRLFFYYFDLSRLGNVSLVKEQETKADELKQRVIDQLTYYDEEYSGI

LYLKSKRRFLMDEQMDENSMKHKLML
MGDEENKNKS

NTDB id 23728 BLI RS13460 WP 003183624.1 FICHRCFAKDPYRIPLSPASARLLRLFFYFDLSRLGNVSVKQETKDELKRVIQTYYDEYSGIYLKSRRFMEQMDNMKKMLGDENK 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!!!!! !!!!!!!* ! *!!!!!!!*!!!!!!!!!!!*! !!! !!! !! !!*!!!!*!!!!*!!**!!* !!***!*

logo

S
NTDB id 23728 BLI RS13460 WP 003183624.1 S 256
NTDB id 118 BSU 25280 NP 390406.2 . 255
consensus *

X non conserved

X similar

X ≥ 50% conserved


