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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 237144 UN84 RS03885 WP 046077804.1 .MARGVNKVILIGNLGQDPEVRFTPSGTAVANLNLATTDTWMDRQSGQRQERTEWHRVVMFNKTAEIAQQYLRKGSKVYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGG................APYEEGYGQSQ..EAYQRPAQQSRQ 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGG................APYDEGYGQSQ..EAYQRPAQQSRQ 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSS..........GGDFGGNQG.....SGWNQAPAQTNYNQGGYS.DN 142
NTDB id 237144 UN84 RS03885 WP 046077804.1 EGRLQTRKWQDQNGQDKYSTEIVANDMQMLDSRGGEMGGGQPRQQGGNYGQPQGGQQQGGGFGGPQQGGNYGQPQG..GQ 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQM....LGGR.........AQQGGMPAQGGMNVPAQQGSWGQPQQ..PA 145
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 PAS..........DAPSHPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAP..........DAPSHPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKP..............AAQAEPPMDNFDDDIPF 180
NTDB id 237144 UN84 RS03885 WP 046077804.1 PQQGGGFGGQQQGGQRPAPQPAPNQGGGQQQGGNFGAPDPGSFDDFDDEIPF 209
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQH............QPMQQSAPQQYS....QPQY....NEPPMDFDDDIPF 177
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