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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLP.GKKITINMAPADLRKEGS 77
NTDB id 237141 CEW91 RS11485 WP 088769168.1 MALARVHTRALIGIHAPEIRVEVDLARGMPGFTMVGMPATTVKEARDRVKTALMNAGFEYPPATRITVNLAPADIPKTGA 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFP.CRKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFP.CRKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFP.AKRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFP.AKRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYP.AKRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYP.ARRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 237141 CEW91 RS11485 WP 088769168.1 RYDLAIAVGILAASGQIPDTILEQAEFYGELALTGELRAVNGLIPALLACREK.KRQAFVPIANQQEAGLVREQKSWLAA 159
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSI 237
NTDB id 237141 CEW91 RS11485 WP 088769168.1 DLVSVYEHLHEHQPLRESKPIDW...GQQDSVSEGDLADVVGQEQAKRALLLSAAGKHHLLFVGPPGTGKTMLAQRLSGL 236
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGL 238
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADL 237
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGS......YPQPGEISLAHNGVLFLDEMPEF 311
NTDB id 237141 CEW91 RS11485 WP 088769168.1 LPSLTEKEAMEIAAVKSVCFDYHG.TEALTQREVRSPHHTCTAAALVGGGSGSGAGHSIRPGEISLGNNGLVFLDELPEF 315
NTDB id 1271 LPP RS03220 WP 011213198.1 LPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGN......PPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGN......PPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGT......IPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGS......VPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1349 HI 1117 AAC22771.1 LPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGT......IPKPGEISLATNGVLFLDELPEF 311
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGS......IPKPGEISLAHNGVLFLDELPEF 310
consensus !!**** *!*!** * !* ** ***!*!!!* * !!!!!!* **!!!!!!***!**!!!!*!!!



logo

D
K
S
N
ERHTQKVLEDCVASTMLRQEPLEDSRGHEVIVCTI I SRAGKANQFHGASTQKTIVKNEQRYFPACNSKRFMQI

L IVCGASALMNPCSPSCTGFHYQFWYDPQTEGDNGDNTSLPHQNANRTCRMACSTNSTSPFDQAESRQLMIQMSLKRYLGSANKRLSAGPFLLDRFIDI
L
M
H
Q
S
L
V
I
M
T
E

NTDB id 1323 RA0C RS07335 WP 004916218.1 KRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIE 390
NTDB id 237141 CEW91 RS11485 WP 088769168.1 SRHVLDCLREPLESGEVTISRAGHSVKFPANFQLVCALNPSPCGQFDGSLANCRSTPDQILKYLNKLSGPLLDRIDIQVM 395
NTDB id 1271 LPP RS03220 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIE 385
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLE 385
NTDB id 1349 HI 1117 AAC22771.1 ERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIE 389
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIE 388
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VQKVEFDQLSDK..RKGE..SSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLS 466
NTDB id 237141 CEW91 RS11485 WP 088769168.1 VPRETESMRLNSGIKRGGQMTTAQAKSLVEKARQRQLKRQG....CLNSELKPKTLKRICLLSEQSEAFLAKAAEKMKLS 471
NTDB id 1271 LPP RS03220 WP 011213198.1 IHALSQEELIKPNTHLEK..QSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLS 461
NTDB id 1248 GCO85 RS03150 WP 011213198.1 IHALSQEELIKPNTHLEK..QSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLS 461
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IPALPKGTLANG.GDRGE..STAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLS 458
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IPALPKGTLSEG.GDRGE..PTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLS 458
NTDB id 1349 HI 1117 AAC22771.1 VPLLPQGSLQNT.GDRGE..TSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLS 462
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VPLLPQGALQNNTDQRGE..TTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLS 462
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 237141 CEW91 RS11485 WP 088769168.1 HRAYHRTLRLARTIADLAESDTIEQQHLAEALNYRALDRLIDQVQSL.. 518
NTDB id 1271 LPP RS03220 WP 011213198.1 ARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 VRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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