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consensus **!*!!*!***!** !!!!****!!***** **!*!!*!* **!***!!!*!!!*!!!!*****!*****!!!!!!!!**!!!!*

logo RDEVLFAI
VPGPSLIHFNDAPLNYSAFGRGCPHISKRYLLIQEQGAKAL IVLTWTSAIVAEDVI FLDENELKPEIPERSHNAHVQFYTSENPFKVP I FSLASGKENLVKF IGFETTTIDQI IDRSGYGME

NTDB id 1250 GCO85 RS13065 WP 027219989.1 RDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGFETTTIDQIIDRSGYGME 332
NTDB id 23714 BLI RS09050 WP 003181744.1 REVFAVPGPIFDANSFGPSRLIQEGAKLVLTIEDILNELPPSNAQYTEPV................................... 300
NTDB id 114 BSU 16110 NP 389493.1 REVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF................................... 297
consensus !*!*!*!!***** * !* *!*!*!!!** ***!***!!* * !*!**

logo

QVTSGLAELELKGAVIAVPGGYIRCEYER
NTDB id 1250 GCO85 RS13065 WP 027219989.1 QVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 23714 BLI RS09050 WP 003181744.1 ............................. 300
NTDB id 114 BSU 16110 NP 389493.1 ............................. 297
consensus

X non conserved

X similar

X ≥ 50% conserved


