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NTDB id 1323 RA0C RS07335 WP 004916218.1 ......MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLR 73
NTDB id 1271 LPP RS03220 WP 011213198.1 .....MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLP 75
NTDB id 1248 GCO85 RS03150 WP 011213198.1 .....MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLP 75
NTDB id 237126 CDV26 RS13360 WP 245806451.1 MIKADMSLAILKSRAQLGIEAPSVSIKVHLSNGLPGLSIVGLPEAAVKESKDRVRSAIINSGFNFPNKRITINLAPADLL 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 .....MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLP 75
NTDB id 1153 A1552VC RS00115 WP 000521788.1 .....MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLP 75
NTDB id 1387 A4U84 RS06900 WP 020457569.1 .....MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLP 75
NTDB id 1349 HI 1117 AAC22771.1 .....MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLP 75
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KEGSAYDLSIALGILAASGQIIA.PEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLE 152
NTDB id 1271 LPP RS03220 WP 011213198.1 KTGSGFDLPIALGILAASEQIPL.TNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQK 153
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KTGSGFDLPIALGILAASEQIPL.TNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQK 153
NTDB id 237126 CDV26 RS13360 WP 245806451.1 KSSGRFDLPIALGVLYASRQINPTKKIDDYKFAGELSLSGKLRKISSAISMAIKCVQN.NKKLIIPLQNEK......... 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KEGGRFDLPIALGILAASEQIAT.DKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQ 153
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KEGGRFDLPIALGILAASDQIAR.NKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVER 153
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KEGGRFDLPIAIGILAASGQIDS.DKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQ 153
NTDB id 1349 HI 1117 AAC22771.1 KEGGRFDLPIAIGILAASDQLDA.SHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQN 153
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 1271 LPP RS03220 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 237126 CDV26 RS13360 WP 245806451.1 ................................................................................ 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
NTDB id 1349 HI 1117 AAC22771.1 TYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFK 312
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 237126 CDV26 RS13360 WP 245806451.1 ................................................................................ 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFD 308
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFE 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFE 311
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFE 312
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEV 391
NTDB id 1271 LPP RS03220 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 237126 CDV26 RS13360 WP 245806451.1 ................................................................................ 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEI 386
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEI 386
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEV 389
NTDB id 1349 HI 1117 AAC22771.1 RKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEV 390
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NTDB id 1323 RA0C RS07335 WP 004916218.1 QKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARA 469
NTDB id 1271 LPP RS03220 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 237126 CDV26 RS13360 WP 245806451.1 ................................................................................ 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRA 461
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRA 461
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRA 465
NTDB id 1349 HI 1117 AAC22771.1 PLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRA 465
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 237126 CDV26 RS13360 WP 245806451.1 .............................................. 150
NTDB id 1397 DSB67 RS15690 WP 005535577.1 YHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 YHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 YHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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