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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY ARYLGVNDELL SQPDEGEQALEI[¢ 156
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS GDNKTQ KVVKNKVAPPF IM GEGISGEL
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NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF 307
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NTDB id 1334 RAOC RS04870 WP 004918236.1 IMRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S UGE | 307
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