logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

594
237
203
278
168
508
536

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

594
237
203
278
168
508
536

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

594
237
203
278
168
508
536

consensus

KW2 RS12255 WP 244878749.1

SPD RS10760 WP 000649974.1

SPR RS10245 WP 000649974.1
KZH43 RS10085 WP 000649974.1

SP RS11270 WP 000649971.1
SM12261 RS09235 WP 000649953.1
SMSK321 RS0102865 WP 000649958.1

KW2 RS12255 WP 244878749.1

SPD RS10760 WP 000649974.1

SPR RS10245 WP 000649974.1
KZH43 RS10085 WP 000649974.1

SP RS11270 WP 000649971.1
SM12261 RS09235 WP 000649953.1
SMSK321 RS0102865 WP 000649958.1

KW2 RS12255 WP 244878749.1

SPD RS10760 WP 000649974.1

SPR RS10245 WP 000649974.1
KZH43 RS10085 WP 000649974.1

SP RS11270 WP 000649971.1
SM12261 RS09235 WP 000649953.1
SMSK321 RS0102865 WP 000649958.1

L COT RIVLTFOSLLLLR L) Do TFERCEEN - TeLSne CD-Gu RecVEVGHRATF T

1 OEFSIRED. DL AUOFASeL STELONERGN LY o FINE VEM Fel0LLEREERSE)

AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS

NN N N R R [ R ey N Il

W DN

Q
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
220
220

N e e e N RN RNy [ R E ey

X non conserved
B similar
B >50% conserved

74
160
160
160
160
160
160



