
logo MKQSLQLKRLSQHQLATLTPQLQQS IKRLLQLSTI
L
D
ELQQEVEQAFLATDENPLLEREVENDEGWELDHDTDSASAR I

NGADEGSVNALQSSSATPLPATE
NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 MKQSLQLKLSQQLTLTPQLQQSIKLLQLSTLDLQQEVEQFLADNPLLERVEDGEHDDSANGADE.............PAE 67
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!*!!!*! !!!!!!!!!*!!!!!!**!!!!!!! ! *!!!!!! * * !!! *************! !

logo

L
S
A
PPAPAEAHANGASDDHAPDRETAHDEADSYENAGRSDFLDSDYGDTETLRNSDWSLSDSDGFIARGRKSDPEQSDDEDDGRWADPHMAQLNLREIAREPPQSTLQREFHLLMAEQLAEPLVKPLSAPR

NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 LAPAEHAGSDDPREHDDS...ARDL.....DTLNDWSSSGIRGSDE..DDGWDPHANLIRPQSLREHLLAQLAEVPLSAR 137
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus *!* * ! !** ** !**** ! ***** !!! * ***! !* *** !!*!* !!!***!!*!

logo DKRAGLVAVI
TFL IVEES ILDDDEGYLPTAGSLDEES ILALAEDQLPAESLEVELDELQTAIALRLMI

LQQSFDEPAGI
VGARDSALATECSLLTLQLQRARLRDSGSTDPAECKPTLA

NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 DRAVATFLVEEIDDDGYLPASLESLAEQLPASLEVELDELTIALRLIQQFEPAGVGARDLTESLLLQLRARSGTDECTLA 217
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLA 239
consensus !*** !!*! *!!*!!!**!!* * !!! !!!!!!!! !!!**! !*!!!*!!! !*! !!! *** **!!

logo

H
LTIVNRDQHLEQLLAANRDFYTRLKRKRALTSAVDDGKAELKRAQAHQAEL IARSLANPFRPAGAHAGFAGRSAGDEATDHFYVMVAPDVI

VVRKRDTARQAGGIWMQAHQLNPADSVMQP
NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 HTIVRDHLQLLANRDFTRLRRATSADDKALRQAQALIASLNPRPAAGFASGDTHYVMADVIVRRDRQGIWQAHLNPASQP 297
NTDB id 1425 RS RS02020 WP 011000369.1 LTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTA.AGWMAQLNPDVMP 318
consensus *!!! !! !!! !!*!!!**! ! !! !* !* !! !! ! !***!* ** **!**!!*!!* ** ! !*!!! !

logo RLKR I
VNDQMYANQI

LLGRRSCSRGEGSGAEANLQSGQKRLQEAKRWL IKRNI EQQRAFDTI LRVSQSAVIVERQKQGSFFETHQGE I
L
A
LMKRPLMVLRDE I

VADEETLG
NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 RLKVNQMYANLLGRCRGEGGE..LSGRLQEAKWLIRNIEQRADTILRVSSVIVERQQGFFEQGELLMKPMVLRDVAEELG 375
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!**! !!!**! *!!! ! **! *!!!!*!!!*!! !! !!!!!!! !!!!! !! *!!* !*!*!!!**!* !!

logo LHESTI SRVTSTNKYLMALCTPMRGI
TFELKYFFGSAHLVDSTDESTGEGAEACSASTAIKRALR IKRQRL IVAGAEEDAPKRKNPLSDNSRTIADELLGEEQGFIQVVAR

NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 LHESTISRVTSNKYLLCPRGIFELKYFFGSALDTDSGEECSATAIKARIRRLIAEEDARKPLSDNTIADLLGEEGIQVAR 455
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!!!!!!*!!!* *! ! !!!!!!!!!** !**! *! !!!*! !* !** !!** !!!! !!*!!!! ! !!!

logo RTVAKYREALKL IPAPAVNSLQRKMS IL
NTDB id 236935 LHGZ1 RS09785 WP 088860996.1 RTVAKYREALLIPPASQRKMI 476
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!! !!* !! *



X non conserved

X similar

X ≥ 50% conserved


