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NTDB id 236866 CEH05 RS12195 WP 014643701.1 MLTELSIRDFAIIDHISITFKEGLTVLTGETGAGKSIIIDAIQLLSGGRGSVEFVRHGAKKAEIEGLFTVEADHPIHSKT 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 EQFGVDISEDGMVVLNRAITHQGKSICRVNGKLVTLGILKEFGRALIDIHSQHETQSLMDPERHIELLDLFASSEMKSSM 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSD.EMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !*!*!** !*!* ! !** !!!*!!!!!!!!!** !*! !! !*!!! !!* ! !!**! !* !!! !! !* ! *
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 QEYRRVYEKYRTLVNRYKELSENEQEMAQRLDLLEFQLHELQEAELQPKEDEELSEERTKLNNYEKIYQGIHDAYYSLYG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 EQKGLDWLSHAMTSLESTGDFDDSLAKMSEELSNSYYLIEELTFQLSSQMENLEFDPERLNQIESRLNELNRLKKKYGAD 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!* *! !! ! **! !!!! *!!!!!!*!* !!!* ** !!!!!!!!! !!*!!!!* !!*!!!!
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LDESLVGKQDAVAVLVEAAKDNLVHSDQIRKHTVWASEKKLLADGEYIHDRELKDSLYLMEKASATFDTVDEFIKS
NTDB id 236866 CEH05 RS12195 WP 014643701.1 VEEMLEYASRIEEEIDEIKNKDSRLANMESQIDELGQDAVLEAKDLHDIRKHVSELLAGYIHDELKDLYLEKAAFDVDIS 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus !!**!!!!!*!!!!!! ! !*!!*! * *! *! ! *!! ** !!!* !! !! !!! !!*!! !! *
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 IKEG..KQSDPVLDGKPVRLQSNGFDHVKFLITTNPGEPLREIHKVASGGEMSRIMLALKRIFSRHQGVTSVIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 VSGRVAQAIAEKIYGISEGSQVLCISHLPQVAAMADTHVRIEKRVDNDRTYTGVSELSHQEKADELSRMITGAELTETTL 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!* *! !!!!!!!*!!!!!!!!!!!!* ! ! * !! ! ! *!!*!!! !* !!! ! !*!* !
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NTDB id 236866 CEH05 RS12195 WP 014643701.1 EHARELLEMAHKHKLNK 575
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!*!!! !* *!
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