U’X

- Dot B0 e endled ol IDARESE O

NTDB id 236809 CEQ50 RS02405 WP 017048293.1 T4
NTDB id 1177 A1552VC RS01165 WP 000422572.1 T4
NTDB id 1203 PSJM300 01605 AFN76401.1 e Q 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .. AG lP S 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIT PP[R)g  'EG YDAQGFEP SASHTRK|E G 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 . R I P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... R IMNDIAQRE] P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e Il SDLH SAG R N Y IMND QR A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG ISK T Y IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e [EASDLHLSAG R N Y IMND P 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G IR Iy Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG ISR T Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e [ASDLHLSAG R N Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG ISR Ty Y IMND P 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e [ASDLHLSAG R N Y IMND P 76
consensus *kokok  kok | kokskokok Plokoskoskokoe |k % EE S kokkkk kkk ok % % %k % % % % * %k % | EE T
vARFR\/ el ol s T T ST s
W MEREACAVEIL] et Lo ERLEL sl At VLT [ ) W'.f,[N)Hé SINE
NTDB id 236809 CEQ50 RS02405 WP 017048293.1 H 153
NTDB id 1177 A1552VC RS01165 WP 000422572.1 R 153
NTDB id 1203 PSJM300 01605 AFN76401.1 N 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 K 156
NTDB id 1307 DR RS10055 WP 010888596.1 . DKENASAMPNAM T ISWNRRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 . RFRVNAFIQINRGOSIAVFERTIP U INRNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . RFRVNAFBIQINRGOSAVFRTIP |4 IS4 GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 . ARFRVNAF QSRGA AVFRTIP |X INIIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 . ARFRVNAF QSRGA AVFRTIP | INIIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 Ne¢ ARFRVNAF QWNRGAGAVEFRTIP S SPMIZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 . ARFRVNAF QNRGAGAVFRTIP |g IDMERGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 . ARFRVNF QNRGAGAVFRTIP |6 ONEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 . ARFRVNAF QNRGAGAVFRTIP |g VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 By ARFRVNAF QNRGAGAVEFRTIP ]S VLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 Bl ARFRVNAF QNRGAGAVFRTIP S E LGL{HNIF VLVTGPTGSGKSTTLAAM 155

consensus sk D UL Dok Do b stokokokor Dok Dok Dok sk iskokkokok skokok ok Dok Dok DD D DD Do Dogokook | Il



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

236809 CEQ50 RS02405 WP 017048293.1

1177
1203
1019
1307
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

236809 CEQ50 RS02405 WP 017048293.1

1177
1203
1019
1307

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

[t

EDPIEFVH)N:{8 C
EDPIEFVH|¥:K C
EDPIEF Ha}s{elC
EDPIEF HjN4:¥X¢C
EDPIEF HIgYJKIE
EDPIEFVHEIRIKCL
EDPIEFVHEIRKCL
EDPIEFVH@MNSKKCL
EDPIEFVHMSKKCL
EDPIEFVHI®SKKCL
EDPIEFVHISKKCL
EDPIEFVHINYKKCL
EDPIEFVH@MSKKCL
EDPIEFVHRMSKKCL
EDPIEFVH@MNSKKCL
*k L LLLT ] * >k % % %

EENEETEE

T st R Lol

IDRI DVFPE[M

et WIRE ) el AR )

DIJALR ALR

IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPNALRSALREDPD
RINALRSALREDPD
SIZALRSALREDPD
IXALRSALREDPD
WHALRSALREDPD
IWMAALRSALREDPD
INALRSALREDPD

Ploskoskok D loskok DDk D D1 ]

Rl

AR

1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

consensus

TIDRIIDVFP B
TIDRIIDVFP [
TI RIIDVFPAE

IDVFPAE
IDVFPAE
IDVFPAE

kokok | skskskskoskskskskkskskskk k| kskxk |

K MVREMLSESLREAVINQULLK
K MVREMLSESLIJAVINQELLK
KEMVREMLSESLMAV QBLLK
KEMVREMLSESLMAV MQELLK

IGGGRVAABIEIM

KEMVREMLSESLNAVISQULLK
K MVREMLSESLNAVINQELLK
K MVREWMLSESLNAVISQEULLK
K MVREIMLSESLNAVINQELLK
K MVREIMLSESLNAVINQELLK

xx 1 xkx

MIGGGRVAABIEIM
MGGGRVAABIEIM
BUIGGGRVAABIEIM
BUGGGRVAABIEIM
MIGGGRVAABIEIM

kk Pkkx |

kokokokokkkkkok | |k skokskskskkk kokkkxk

AT VLT

REVIED
RDMETI A TAAETGHLVIGTLHTRS Ajgd

S

LA TAAETGHLVFGTLHTRS ANK
LA TAAETGHLVFGTLHTRNIS Ap¥K
LALTAAETGHLVFGTLHTpNS AEK
LALTAAETGHLVFGTLHTNS AEIK
LALTAAETGHLVEFGTLHTpNS AEIK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVEFGTLHTNS AEIK
LALTAAETGHLVFGTLHTNS AEIK
sl L LLEL Lok |11 Ik

REQM@ |9ls§e§ J

BGCGRVAAMETM [ [
BUUCCRVAAMETM f§ @

PAIRNLIRENKVAQMYSEIQTG
PAIRNLIREWKVAQMYSHIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRENKVAQMYSINIQTG

233
233
235
236
239
235
235
235
235
235
235
235
235
235
235

313
313
315
316
319
314
314
314
314
314
314
314
314
314
314



logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

236809 CEQ50 RS02405 WP 017048293.1
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

236809 CEQ50 RS02405 WP 017048293.1
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

TLDQ e { Vag Sl

E:—EQAé(SREE l(RLN‘rKkKAE: S e T A =

WEPIARY Qi VEDKISEQDALHSADSAN
TigD QYL VDDKISEQDALHSADSAN

VIR A NIBY V QEES

[P
oo oEEQ

368
368
381
383
418
345
345
344
344
344
344
344
345
345
345

X non conserved
B similar
>50% conserved

IRIRD SPAKEKINKQ .
INNLPTEARAVINKS .
IRIPQTERTARKQ .
IRIPQTERTARKQ .

IRIPQTE\RTARKQ .

YEDJALLHJADSSN
TFDQALFDLYDHQHISYADALKHADSPNNL
ISRYDK@LERJAID . PKEJJARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT

IR KHTE\HEAJNLN .
IRIKHTE\HEAPNLN .
IRIRENIAREKINKT .

= MY etR I EEDosCRaEFEc. aaa A
.RLMLKTKRGEGI...SSGTLD..NV.QIDME.................
.RLMLKTKRGDDY...GSGSLQ..NV.KIDME.................

RLMIKLGSETDGEHLTSVS Q.
.RLQIKLSEEANKPLDNRERMS.

.GL.TLEMSDDDPGRSFR........
.EM.ERKMTFDGQRRNLK........

368
368
381
383
398
345
345
344
344
344
344
344
345
345
345



