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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEV.VISKLKADEKPKPKSVLEKE 155
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEV.VISKLKADEKPKPKSVLEKE 155
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEV.KVGKLKANEKAPDKSILDKE 156
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRYLFL.....LFFATFP......VLA 16
NTDB id 23677 MS RS09000 WP 041640034.1 ...........................................MESIISFGKKCGLFFGIFISSAFAGESG......TFA 31
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIVFANP......KTD 28
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIVFANP......KTD 28
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLR 236
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQH 96
NTDB id 23677 MS RS09000 WP 041640034.1 ERQFSIHLKKAPLVATLQQLALEQNANLVIDDELEGTLSLKLEKVNLERLFHSVAKLKNLSLHKDKDIYYFTKNNLIEPS 111
NTDB id 1347 HI 0435 AAC22094.1 NERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSG.KG 107
NTDB id 1373 NTHI RS02645 WP 011272046.1 NECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSG.KG 107
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 E...KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1175 A1552VC RS12105 WP 000788426.1 E...KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1408 DSB67 RS13980 WP 010643500.1 E...KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIE 313
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TT........AQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIE 167
NTDB id 23677 MS RS09000 WP 041640034.1 SIAGELKNTENFTALSEPNLVSTTVKLHFAKASEVMKSLT.SGTGSLLSPVGSVSFDERSNQLLIQDERRSLQNIKNIIA 190
NTDB id 1347 HI 0435 AAC22094.1 QVAGN.......LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIA 179
NTDB id 1373 NTHI RS02645 WP 011272046.1 QVAGN.......LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIA 179
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLA 392
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGNG.................LTT..NNLNVNFP 228
NTDB id 23677 MS RS09000 WP 041640034.1 QLDKPIEQIAIEARIVTMNDESLKELGVRWGLLEGVNSAHRIAGSLEANG.................FADIGQNLNVNFP 253
NTDB id 1347 HI 0435 AAC22094.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNLNVNFA 242
NTDB id 1373 NTHI RS02645 WP 011272046.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNLNVNFA 242
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAVL 462
NTDB id 1175 A1552VC RS12105 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAVL 462
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAVL 471
NTDB id 1381 A4U84 RS02010 WP 021113424.1 V..NPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVL 305
NTDB id 23677 MS RS09000 WP 041640034.1 TSATPAGSVALQVAKIH.GRLLDLELTALEQENNVKIIASPRLLTTNKKSASIKQGTEIPYVAVNRKNDTEHVEFREAVL 332
NTDB id 1347 HI 0435 AAC22094.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
NTDB id 1373 NTHI RS02645 WP 011272046.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLP 542
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLP 542
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLP 551
NTDB id 1381 A4U84 RS02010 WP 021113424.1 GLEVTPHISKQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIP 382
NTDB id 23677 MS RS09000 WP 041640034.1 GLEVTPHISKDNSILLDLIVSQNSPGANIVYGNGNLISIDKQEINTQVFAKDGETIVLGGVFNDTITKSEDKVPILGDIP 412
NTDB id 1347 HI 0435 AAC22094.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIP 401
NTDB id 1373 NTHI RS02645 WP 011272046.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIP 401
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ.................... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ.................... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGALFRRSYENVGKSELLIFVTPKVVIQ.................... 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 VIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGAEKQK........... 420
NTDB id 23677 MS RS09000 WP 041640034.1 LIKHLFSKESEKHQKRELVIFVTPHILKQGESLEQIQKRFKYAPKSPEK 461
NTDB id 1347 HI 0435 AAC22094.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK..... 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK..... 445
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