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NTDB id 236737 CEG15 RS09050 WP 088729030.1 PQNSMINSLSFIVDNPWYWSSWAIVLYLCLSIGLIAFASWWRSRWVTKVNRKLKAQVALKTDQLRHQSKIVLTNNQQLRK 796
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NTDB id 236737 CEG15 RS09050 WP 088729030.1 ELEEMQLLVQRSGGEIHIFSSPERNLVELSWPSVELVSDAPEMI.VVEEHSEDKFIDVTEKEWLKKVEKLVHNYYSDPEF 1035
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