
logo MNKHTANSYKKMQNTKAKQQQSKGFTL I ELMIVVAI
V IG I

VLSAAAIAVIPAQYKQNYVTAKRKSAEGVITAGSVAGI
LASTNMVINKTPAL IKTTPNVAI EEILDAHTYLYI SQADERTGEWSVKSGKN

TGTISAELFDAPAATKTEK
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.......GSFPAT.. 71
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.......GSFPAT.. 71
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.......GSFPAT.. 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 236722 CEG15 RS02475 WP 010319532.1 MNTNKKTKQSGFTLIELMIVVAIIGVLSAIAVPAYKNYVAKSEVASAIATMKALITPAEITYQD.......KGILAAATE 73
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQE.......NGIAAAAT. 72
consensus ** *** !*!!!!!!!!!!!!*!!*!*!*!*!*!*!!! *! ** **! * *!*! *!* * !* !*
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..TAGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDAN.GLWTCSTTVTS...EIA 142
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..TAGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDAN.GLWTCSTTVTS...EIA 142
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..TAGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDAN.GLWTCSTTVTS...EIA 142
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIA........LKPDPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDE...QFI 144
NTDB id 236722 CEG15 RS02475 WP 010319532.1 PTDLGISAGSNSLGTIS........IP.....SNN..NIKFEFGEK.SAINGAYLTFSRDANT.GWSCKATSGGVSNMPA 136
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAID........SALAG..GSP..TLTFTFDAD.SSIDGGILTFTRDAAT.GWSCLPTAPA....IA 134
consensus ! *** *!!*** *** * * ********* * * * !*!* **!*!*** **
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 PKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 PKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 PKGCTAGATIN 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 PKGCSK..... 150
NTDB id 236722 CEG15 RS02475 WP 010319532.1 IDGCS...... 141
NTDB id 1292 VP RS12235 WP 005479693.1 VDGCS...... 139
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