
logo MKI L I IVEDDFLVIAESLAQASELKNKWHNYEGVDI IVAVERDQFDSADI LMESEI FENQHSNQPHQL IVLLDIKNLPSTFLNGFHWCQE IRKRHTSNVP I I F I SSR
NTDB id 236657 CEP67 RS08670 WP 002472782.1 MKILIIEDDLVIAESLQAELNKWHYEVDIARDFSAIMEEFEQSNPHLILLDIKLPSFNGFHWCQEIRRHSNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!*!!! !!!!!! !! !!*! ! * ! !* ! !**!*!*!!!! !!* !!!!!!!!!!**!!!!!!!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFDNLMSLTIAKIQALLMRRTYDNFLSTVADHNDNRSLETVKQGNCQTL IL ILDEAKLVSVYQEGQNSEIKQLSFLTELQI LMKQ

NTDB id 236657 CEP67 RS08670 WP 002472782.1 TDNMDQIMAIQMGGDDFIEKPFDMSLTIAKIQALMRRTYNFTVDHNRLEVQNCQLLIDEAKLSYQGQSEKLSFTELQIMQ 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!*!!!! *! * ! ! ! !**!!!!* !! ! !! !!!!!*

logo

L
SLFQNEDGKYVSKRTADL I EKCWESEHNF IDDNTLAVNMTRI

LRKKLNQNTIGLVNPDHF I EITKKNVGYKRVN
NTDB id 236657 CEP67 RS08670 WP 002472782.1 SLFQNEGKYVSKTDLIEKCWESEHFIDDNTLAVNMTRIRKKLQNIGLPHFIETKKNVGYRVN 222
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV. 221
consensus !!!!! !!!!*! !!!!!!!!!*!!!!!!!!!!!!!*!!!!* !!***!! !!!!!!!*!*
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