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NTDB id 236534 CEQ23 RS14790 WP 027789104.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENDDEWIASPLRVAADGSLIAQTPPAQNTEPAA 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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NTDB id 236534 CEQ23 RS14790 WP 027789104.1 TNSSSSSSERAERDEPAGADEYDGYASGDGNDGPQWNLDEFGRASGASDDDDLPPLQVQEAATSLRDHLSAQLRVTQAGP 160
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus **** * *! * * ! ! * * ! !!*!*! * *!*!! *!*!* !! ** !**! !! * !
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NTDB id 236534 CEQ23 RS14790 WP 027789104.1 RDRALVMFLIESLDDDGYLTATLDEVLADLPPELEIDCDELNAALALLHSFDPAGVGARSASECLKLQLLRLDPSPTRTL 240
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPL 238
consensus !!**!!*!!!!!!!!*!!!!**!!!*!!!!!*!!!***!!!*!!! *!*!!!!!!*!!!!! !!! !!! !!!*!! **!

logo ALETIVNSQHLELLAARDFYTRLKRKAHLKSAVDSDDGAELKRADAHETL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
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NTDB id 236534 CEQ23 RS14790 WP 027789104.1 ALEIVSQHLELLAARDFTRLRKHLKASDDALRDAHTLIRSLEPFPGAAYGKAEADYVVPDIIVKKAGQGWLAELNPEVVP 320
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !! !! !!!!!!!!!!*!!!*!*! ! !* !! !!!!! !!!!*!*!*!!!!*!!!!**!*! * !!*! !!!*!*!

logo RLR INDNLMYANQI LRNSSRGDEPSGSAAGNSLKQQKQLQEARWL IKNIQQRFDTI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADTLG
NTDB id 236534 CEQ23 RS14790 WP 027789104.1 RLRINNLYANILRNSRGDPSAGSLKQQLQEARWLIKNIQQRFDTILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTLG 400
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!!! *!!*!!! !!!** !* ! ! !!!!!!!!!!!!!!!!!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!!!
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NTDB id 236534 CEQ23 RS14790 WP 027789104.1 LHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGFVVAR 480
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!!!

logo RTVAKYREALKIPAVNLRKSL
NTDB id 236534 CEQ23 RS14790 WP 027789104.1 RTVAKYREALKIPAVNLRKSL 501
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!
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