
logo MPTIKVLFVDDHEMVRIG I SSYLSTQSDIDEVVGEGAKSGKDEAIAEKAHELKPDL I LMDLLMDEDMDGVEATETQI
VKKDLPNQIKVLV

NTDB id 236256 CEQ14 RS07530 WP 105577666.1 MPIKVLFVDDHEMVRIGISSYLSTQSDIDVVGEGKSGKDAIEKAHELKPDLILMDLLMDDMDGVEATEQVKKDLPNIKVV 80
NTDB id 4 SA RS09755 WP 000153535.1 MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKVL 80
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!*!! !!!!!!!!!!!!!!!!*!!!!!!!! !*!!!!!*!!!*

logo MLTSFYI EDKNEVYLRALDASGVDSYI LKTTSAKSDIADEAI
VRKTSYNRGNESVFEAPEVLVKMRNRMKKQRAELYEMLTEREME I LLL IA

NTDB id 236256 CEQ14 RS07530 WP 105577666.1 MLTSYIEDNEVYLALDSGVDSYILKTTSASDIAEAIRKTYNNESVFEAEVLVKMRNRMKQRAELYEMLTEREMEILLLIA 160
NTDB id 4 SA RS09755 WP 000153535.1 MLTSFIEDKEVYRALDAGVDSYILKTTSAKDIADAVRKTSRGESVFEPEVLVKMRNRMKKRAELYEMLTEREMEILLLIA 160
consensus !!!!*!!! !!! !!! !!!!!!!!!!!! !!!*!*!!! !!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo KGYSNQE IASASHITIKTVKTHVSNI LSKLEVQDRTQAVIYAFQHNL IQ
NTDB id 236256 CEQ14 RS07530 WP 105577666.1 KGYSNQEIASASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
NTDB id 4 SA RS09755 WP 000153535.1 KGYSNQEIASASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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