
logo MEKIKVCLVAVDDNKRELVSLMLESESYI
V
A
E
A
GQDEDMEVIGTVAYNGQECLNSLFLKDEKDQPDVLVLDI IMPHLDGLAVLEKRLMREHI

S
D
E
L
R
K
L
K
RQP

NTDB id 236102 CEQ19 RS08870 WP 003161566.1 MEKIKVCLVDDNKELVSMLESYVAAQDDMEVIGTAYNGQECLNLLKDKQPDVLVLDIIMPHLDGLAVLEKMRHIERLRQP 80
NTDB id 89 BSU 24220 NP 390302.1 MEKIKVCVADDNRELVSLLSEYIEGQEDMEVIGVAYNGQECLSLFKEKDPDVLVLDIIMPHLDGLAVLERLRESDLKKQP 80
consensus !!!!!!!* !!!*!!!!*! !* *!*!!!!!! !!!!!!!! ! !*! !!!!!!!!!!!!!!!!!!!!**!* * *!!

logo

N
SVIMLTAFGQEDVTKKAVDLGASYF I LKPFDMENLTVGSHIRQVSGKNANSASTVI

T
H
KRAPLPPSSFQSS I IRRSASSTQTPVDEGPKKPKNLDAS ITS I

NTDB id 236102 CEQ19 RS08870 WP 003161566.1 SVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLTSHIRQVSGKANATIKRPLPSF...RSATTVDGKPKNLDASITSI 157
NTDB id 89 BSU 24220 NP 390302.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNASSVTHRAPSSQSSIIRSSQPEPKKKNLDASITSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! ! *!***! *** * ***!*!!!!!!!!!!

logo IHE IGVPAHIKGYLMYLREAI SMVYNDI ELLGS ITKVLYPDIAKKFYNTTASRVERAIRHAI EVAWSRGNIDS I SSLFGYTV
NTDB id 236102 CEQ19 RS08870 WP 003161566.1 IHEIGVPAHIKGYMYLREAISMVYNDIELLGSITKVLYPDIAKKYNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 237
NTDB id 89 BSU 24220 NP 390302.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 240
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SMS
TKAKPTNSEF IAMVADKLRLEHKAS

NTDB id 236102 CEQ19 RS08870 WP 003161566.1 SMSKAKPTNSEFIAMVADKLRLEHKAS 264
NTDB id 89 BSU 24220 NP 390302.1 SMTKAKPTNSEFIAMVADKLRLEHKAS 267
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!
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