
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKNIYAKLRELDRNPGSSFPNSDE I
TKKDFRPSEKRKPTDESLPVLAELAAQE I

M
K
RSYQPQQQSQQQPSQV

NTDB id 23566 TRNA RS29625 WP 003181328.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDNIYAKLRELDRPSSFNDTKKDFRPERKTESLPVLAELAAQEMKSYQQQQQQQPQ 85
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQSQQQSV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!* !* * !!!!!*!*!**!!!!!!!!!!!!**!!!*! !!!*

logo

ASQKNQQPQQTLSPQQS ITSSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFMQSL IK
NTDB id 23566 TRNA RS29625 WP 003181328.1 ASQKNQQQTSPQTSSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIK 170
NTDB id 79 BSU 14240 NP 389307.1 ......QPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIK 164
consensus ******!* * !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MYPEVKKPYRGQYI LEGE I ESSTAEETESAQNQE
NTDB id 23566 TRNA RS29625 WP 003181328.1 MYPEVKKPYRGQYILEGEISTETEQQ. 196
NTDB id 79 BSU 14240 NP 389307.1 MYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!! * **

X non conserved
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X ≥ 50% conserved


