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NTDB id 235577 CEA93 RS10325 WP 013856355.1 MKGKNDYFKPLLWILGFLTLLLAQGTQALDKAPSIFYPLPAQAQGKIFAAQNLFLGEEGGIWIHDVHGKVVFFDGQNILP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 ......MFRTLLY.GCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLP 73
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 SFKEMYQLNQASRLIVNDAKFVLSKWVLATNAGVYLSDGESFSHVLSSGKNFIEKLYFSEKRRELVIGTLNGGLIIDVED 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SLHELYQLNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIEN 233
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 PKRQQKLVGDSHVLSVAETDQEYWIGTEDGLFVHSFLTGKTVKLESNDQDNNGLPGNKIYSLVNDLQGGIWIATDKGIRY 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 KRPPLDRIGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFY 313
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 FSLFGQKFKRHSIAQLNN....NPITKIVTRSDNKGYFFLTRQGLYQVDAEDWQEPKLIFPGEVHDVAQIDDHSLWIATH 396
NTDB id 1151 GTF74 RS04205 WP 001911421.1 YSLFGQQFTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVI.AQEHLWIATE 392
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 RRGVFIGTDHGVYLFDKGKIVFLRATSHYGQSIDIFESSKGDVWFASAYGVFVLAHDRSDIRSIDMVEENISPKCLTETG 556
NTDB id 1151 GTF74 RS04205 WP 001911421.1 KDGIVIGTEHGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESK 551
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NTDB id 1151 GTF74 RS04205 WP 001911421.1 QGMWLISTKGISYYRN.QELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFS 630
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NTDB id 1151 GTF74 RS04205 WP 001911421.1 QVSVNHTTKLLGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPT 710
consensus !! ! ! * * ! *! * !! !!!! !!!!! !! !!!!** * !!! * ! ! !*!!!!*!!! !! !

logo

P
Q
Q
R
N
Y
R
S
M
T
E
I
A
N
L
S
F
L
D
SFEVVDLNQPWYMWSTS IWAI

LVGLYLVCLLSSVI
LGL ILAFLALSWWRSTRMWI

V
L
T
A
K
A
VNRKLKAQVAELKTDSQLRHQSKIVLSTNNHQQLRK

NTDB id 235577 CEA93 RS10325 WP 013856355.1 PQNSMINSLSFVVDNPWYWSSWAIVLYLCLSIGLIAFASWWRSRWVTKVNRKLKAQVALKTDQLRHQSKIVLTNNQQLRK 796
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QRYRTEALFDFEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRK 790
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 QLQIRHIVVEQMLDSITPTLNQLIYRSQLHQLARLESLALKVKRELALLRNVRNDKTATQLLYDLSIILNSCVDGWREEF 876
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 AKANISLAVNNELKQAYIESAHFNLDIIFNTLLSDAVKRLYRNQELQIHCYEREKRLFIVMIDCGDQVQSINSDKRISGF 956
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SKALIKLTYSGE..PRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSG 948
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 ELEEMQLLVQRSGGEIHIFSSPERNLVELSWPSVELVSDAPEMI.VVEEHSEDKFIDVTEKEWLKKVEKLVHNHYSDPEF 1035
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SSYPLEELVIRSGGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNF 1028
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NTDB id 235577 CEA93 RS10325 WP 013856355.1 STSSAAKSLFVSERSLQRRFKAITNKTFKEYLNEIRLEKACQYLLAGGKVAQVAFDCGFNDPSYFSQRFKHHFGLSPTQF 1115
NTDB id 1151 GTF74 RS04205 WP 001911421.1 TTSTAAQALYVSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQF 1108
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