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NTDB id 235416 SE071780 RS02065 WP 012679031.1 MINNVVLVGRMTKDAELRYTPSQVAVATFTLAVNRAFKSQNGEREADFINCVIWRQQAENLANWAKKGALIGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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NYENEQEQGVQNRVFYVTEVLQVVAEDSTNFVRSQLMFMLDEPSKRANPTGRTEGRTGKEQSAAGNRDQSSGDGGSAYGSGQNGYFNESGNSNPQASGNTGGSQYFGGGQNDQSNGPSYFGSTAGSNPAQNQNTGQNRARNPQAQTAGPNFGNSFRTDNQADGSD

NTDB id 235416 SE071780 RS02065 WP 012679031.1 NYENQQGQRVYVTEVVADNFQMLESRATREANSSGSYGGGFNSSPAT...........NSYSAPAQ....QTPNFGRDGS 145
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAAN.NTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGN.SFNDD 154
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
consensus *!!!**!**!*!!!!**** ****** * ***** **** ** * * * ****** * ** ***

logo PFAGNDGNSGKNQAPMIDI SDDDLPF
NTDB id 235416 SE071780 RS02065 WP 012679031.1 PF.GGSNPMDISDDDLPF 162
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
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