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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 23504 YPTB RS02200 WP 002209100.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE...........EGYGQSQE..AY.....QRPAQ 134
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD...........EGYGQSQE..AY.....QRPAQ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGGN.........QGSGWNQAPAQTNYNQGGYSDNYA 144
NTDB id 23504 YPTB RS02200 WP 002209100.1 EGALQTRKWQDQSGQERYTTEVVVN.VGGTMQMLGGRQG.GG.APAGGGAAPQDGGAQGGWGQPQ............QPQ 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMN..VPAQQGSWGQPQ............QPA 145
consensus !!****!!*!** !**!****** * **!!**!* *** *** ***! * * * *

logo

G
K
Q
G
N
Q
S
H
N
R
N
Q
F
P
M
N
S
A
P
Q
S
G
D
G
N
Q
A
A
P
T
SHRPQEAQPQSAQAPQARPQAKYRAPSQAQPAPQVGPQGYAEANPAEPMPVDEMNDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATR....PQ.PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 23504 YPTB RS02200 WP 002209100.1 GGNQFSGGQASR....PAQPAPAAPQGGNEPPMDFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQPMQ.........QSAPQQYSQPQYNEPPMDFDDDIPF 177
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