
logo MSNQKTETDAMPTLRDESYEVNGSASTI
MAVLPELDEEIDGGKKI

P
A
CSKI

V I EKTDCRTVFRYVNMKRPFLQI IVDERSCRFYFGSSYAGRKAGTYEVI
TKI

VSHKPP
NTDB id 234912 S101395 RS18460 WP 006636726.1 MSNTEDMTRDSYEVNSSTMAVLPLDEGKKPASKVIETDRTFRVNMRPFQIIERSCRYFGSSYAGRKAGTYEVIKVSHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus !!* ! * *!!!!! !*!!!! * !**!!*!! !* ! !!!*! !!**!!!!*!!!!!!!!!!!!!!! !*!!!!!

logo IMVDHPSNNQI FLFPTFLSSTRPQCGWI
LSHAVHVHKEFKRAATEKFYDDNTEFVTFSVNGEKSTLMELP I

VS IYNSSFENQVYRTAWLRTKFLQDR IDEGH
NTDB id 234912 S101395 RS18460 WP 006636726.1 IMVDHSNNIFLFPTFSSTRPQCGWLSHAHVHEFRAAKYDNTFVTFVNGESLELPVSISSFENQVYRTAWLRTKFLDRIEG 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!! !!*!!!!!! !!!!!!!!!*!! !!*!!*! *! ! !!! !! **!!!*! !!!!!!!!!!!!!!!! !!!**

logo

SA
RVPQKKRQEFMLYPKEDERNTKQLMIYDEF I LRELGKEKRY

NTDB id 234912 S101395 RS18460 WP 006636726.1 SAVQKKQEFMLYPKEDRNQLIYEFILRELKKRY 193
NTDB id 78 BSU 10420 NP 388923.1 .RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus * !*!*!!!!!!!!!*! *!!*!!!!!! !!

X non conserved

X similar

X ≥ 50% conserved


