
logo MGAEVFLSVGRSGSGKTKTFL I ILDNDS IQRDEEKLRHRADPFLGKP I I FLVPDQMTFLMEYELASKTPDLMGGMTIRAQVFYSFSRLAWR I
VLQHRTG

NTDB id 234911 S101395 RS18285 WP 006636759.1 MGAVFLSGRSGSGKTTFILDDIREKLRHDPLGKPIIFLVPDQMTFLMEYELSKTPDLGGTIRAQVYSFSRLAWRILQRTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !!! !! !!!!!!!! !* ! * !!* ! !!!!!!!!!!!!!!!!!!!! !!!!*!! !!!!!*!!!!!!!!*!!*!!

logo GMNSRPFLTGSTGI
VQMLLRKL I EEHKDQEFKVYQKNASDKSGFTAEQVERMLTEFKRHYCLETPDEDS IRER I
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NTDB id 234911 S101395 RS18285 WP 006636759.1 GMNRPFLTGTGIQMLLRKLIEEHKDEFKVYQNASDKSGFTEQVERMLTEFKRHCLTPDSIREIMQGSGTSEYEDERILSD 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!!! !!*!!!!!!!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!!*!! !* !! * !!! !!*!!*

logo KLHDLSYI LYQSKQMEEKSLAKDQYLVHQSEDYLTLLAEHQIPHLAEDE IKREGAHS IYVDGFHYQFTPQEFML
RVLEQLMAVHAEPEHITFSLTADKRP

NTDB id 234911 S101395 RS18285 WP 006636759.1 KLHDLYILYSKMEESLKDQYVQSEDYLTLLAEQIPHAEEIREASIYVDGFHQFTPQEMLVLEQLMAHAPEITFSLTADRP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!! !! !! !!!**!!!!!!!!!!*!!*!!*!* !*!!!!!!*!!!!!! !!!!!! !!**!!!!!!!!*!
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NTDB id 234911 S101395 RS18285 WP 006636759.1 FTGNIPHELHLFRMTGKAYFDLHQKARELGLDVSEIRLEEAKRHKHAPELQHVERYFDERPANAYTGKIESFRIMQAANR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus !!!!*!!!!!!! !* !!!!!*!! !!** ! !! * !!! !*! ** !!! *! ! ! *!!!!!!

logo RATE I
LEGIARE IHRASLVRESGKAGFYRLYKDI
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NTDB id 234911 S101395 RS18285 WP 006636759.1 RTEIEGIAREIRSLVRSGAFRLKDIAVIARNLEDYQDAIKEVFTDYGLAFFIDGKESMRNHPLIELIRSTLDIIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus ! !*!!!!!!!* !!! **! !!*!**!!**!!! ! *!!!! !! ***!!!!! !! !!!!!! !!!*!!**!!!!!!

logo EAVFRC I
VKTELLFPGLDNEKPKAEKRVREQVDQLENYC IAYGIKQGDNRWTKSGSDEPRFQVYRRFYTVSLDDEDFAQTDQRE I EMTENMLNDELTKRDW

NTDB id 234911 S101395 RS18285 WP 006636759.1 EAVFRCIKTELLFPGDKPKERVREQVDQLENYCIAYGIQGNRWTSSEPFVYRRYTSLDEDFAQTDREIETENMLNELKDW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!*!!!!!!! !! *!!!!!!!!!!!!!!!!! ! !!! **! !!!* !!!*!!!!!! !!! !!!!!* *!!

logo IVPPLVFHQRLQKRLMKKAGKSTVQREKMAEALVYLRYLEEATDI
VPLKLDEEQERQR I

RAEDEDSGR I EI EASQRQHEQQAVWDAVIQLLDEEFVEMMGDDEER I
NTDB id 234911 S101395 RS18285 WP 006636759.1 IVPPVHRLQKRLKKAGSVREMAEAVYLYLEEADIPLKLEEERRIAEESGRIEESRQHEQVWDAVIQLLDEFVEMMGDERI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!** !!!!*!!! *! ! !!!*! !!!! !*!!!!* !! !!* !!! ! !! ! !!!!!!!!*!!!!!!!!* !



logo SFLDSLFQQMIEATGALESLTFSL IPPALDQVF IVGNMDLSRMYGI
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NGAVAELAS
NTDB id 234911 S101395 RS18285 WP 006636759.1 SFSLFQQMIETGLESLTFSLIPPALDQVFIGNMDLSRMYGIKCTFLIGANDGILPARPADDGVLTDDDREWLKRNGAALA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus ! !!!!!!! ! !!!!!!!!!!!!!!!!*!!!!!!!!!! !!!**!!!!!*!!!!! * !!!*!!!!!!!! ! !
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NTDB id 234911 S101395 RS18285 WP 006636759.1 ATGREQLLDENYLIYMALSSPSHQLYVSYPIADAEGKTLLPSTIVKRLNELFPDHAEKMLANEPEQLDDEAQLEFLVNKS 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !!! !!!!**!!!!! !!!!* !!!!!!!!!!!!!!!!!! !!!!! !!!!*! !**! !!!!!* !! !! **!!!!

logo

T
VALQSFYLTAGSQLGR I

LWSTREQYADI SDVWWSTYNFVLMDSEPQDRLRFQSKQKNLVFLSSLFFRNEKVHKQTLENQRRSVSREQLYGEHR IQGSVSRMEMTFYKNA
NTDB id 234911 S101395 RS18285 WP 006636759.1 TALSYLAGQLGIWSRQYAISDVWWSTYNFLMDEPDRRFSQNVLSSLFFRNKVHTLNQRVSRELYGEHIQGSVSRMEMYKA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus ! !* ! !! *!*! ! !!!!!!!!!! !! !*!! ! * !!!!!!! !* ! !!! !!!!*!!!!!!!!! * !

logo CPFSHFASHGLHKLKERQFFKLEAPDIGQLFHSASLKL I SDRLHRELQKLDWRDLTKEQCDEALFLSSYDAVERLAPKLQKE I LLSSN
NTDB id 234911 S101395 RS18285 WP 006636759.1 CPFSHFASHGLKLKERQFFKLEAPDIGQLFHSALKLISDRLHELKLDWRDLTKEQCDALSSDAVERLAPKLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!*! !!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!

logo RHHYYVKEQKLQKI IVATRVSGI LSEHAKASGFAVP I
VGLELGFGGKGPLPPLMRTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV

NTDB id 234911 S101395 RS18285 WP 006636759.1 RHHYVKQKLQKIIARVSGILSEHAKASGFAPVGLELGFGGKGPLPPMRFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!*!!! !!!!!* !!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLAEVYYGLALQMLTYLDLS ITHSADWLGMKRASTPAGVLYFHI
VHDPMIQASNSALPLGLDE I EKQE I FKKFKMKGL

NTDB id 234911 S101395 RS18285 WP 006636759.1 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMKASPAGVLYFHVHDPMIQASAPLGLDEIEKEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!*!!!!!! !!!!!!!! !!!!!!!!!!!

logo LLGDQEAVI
V
K
RLMDTTLEQEQGRSDNI INSAGLKKDGSLRSDSAAVVGREEKDEFDHLLRTHKHI

VRRTFQEKAGEEQITDGKRVAS I EPYKLMKDNKRTP
NTDB id 234911 S101395 RS18285 WP 006636759.1 LLGDQEAIKLMDTTLEQGRSDIISAGLKKDGSLRSDSAVVREEDFHLLRHHIRRTFQKAGEEITDGKVAIEPYKLKDRTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!!!! **!!!!!! !!! !! !!!!!!!!!!!!!! ! ! *!*!! *!*!!!!! !!! !!!!*! !!!!!*! *!!



logo CTFYCASFKSFVCQFDESLEENEYRPVLKAPEKDKNTVI LDEWI
LKKEADDEAGNEGDHGS

NTDB id 234911 S101395 RS18285 WP 006636759.1 CTFCSFKSFCQFDESLEENEYRVLKPEKDNVILDWLKKEDEANGDG 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!*! !!! !!!!!!!!!!!!!*!!*!!! !!*!*!!! **! *
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