
logo MENI
M
A
PKPAKDNSTWTDDQWKNAIVSSTGQRDI LVAAAAGSGKTAVLVER I

MIRKITAEDENP IDVDRLLVVTFTNASAAEMKHRIAGEA
NTDB id 234910 S101395 RS18280 WP 006636760.1 MEMAKPKNSTWTDDQWKAIVSSGRDILVAAAAGSGKTAVLVERIIRKITAEDNPIDVDRLLVVTFTNASAAEMKHRIGEA 80
NTDB id 119 BSU 10630 NP 388944.2 MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEA 80
consensus ! **!! !!!!!!!! !!!!*! !!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo LEKRELAVEQHRPGSLHI
LRRQLSLLNKRAS I STLHSFCLQVLVKRKYYYLMIDLVDPAGFR IADQTEGEL ILGDEVLDELFEDEEYAQKGDEKPA

NTDB id 234910 S101395 RS18280 WP 006636760.1 LERELAEHPGSLHLRRQLSLLNKASISTLHSFCLQVVRKYYYMIDVDPAFRIADQTEGELLGDEVLDELFEEEYQKGDPA 160
NTDB id 119 BSU 10630 NP 388944.2 LEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKGEKA 160
consensus !!*!! *!!!!!*!!!!!!!!*!!!!!!!!!!!!!**!!!!*!!*!!*!!!!!!!!!!!*!!!!!!!!!!*!! !!**!

logo FFELVDRYTTDRHDLDLQFYLVKQRVYEFYSRSHPDNPEASWLEKSFVEHLYDAVDSAEDKASAKI
VEAELPFYPQYI

VKEDI
V
A
E
L
M
A
VLKNGAVKREKLALRA

NTDB id 234910 S101395 RS18280 WP 006636760.1 FFELVDRYTTDRHDLDLQYLVKRVYEFSRSHPDPESWLEKFVELYDADADAKVEALPFYPYIKEDVELALKGVREKLARA 240
NTDB id 119 BSU 10630 NP 388944.2 FFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRA 240
consensus !!!!!!!!!!!!!!!!!!*!!! !!!*!!!!! !! !!! !!*!!! *! !!!!*!*!!!* * ! ! *!!! !!

logo LELATKAQPGGPAPRADENFLDDLAQIDENL IQRHQDDFASAELYKLRVPSAVSFKQRAKAPCVKGDEFDEPASL ILDEEATDELRNGSAKKLQLEKLK
NTDB id 234910 S101395 RS18280 WP 006636760.1 LELAKQPGGPAPRAENFLDDLAQIDNLIRHQDDFAALYKLVSAVSFQRAKPCKGDEFEPSLIEEATELRNSAKKQLEKLK 320
NTDB id 119 BSU 10630 NP 388944.2 LELTKAPGGPAPRADNFLDDLAQIDELIQHQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLK 320
consensus !!! ! !!!!!!!!*!!!!!!!!!! !! !!!!! !!! !*!!!! !!!**!!!!!*! !**!!!*!!! !!! !!!!!

logo TDYFTRSTPDEQHLAKSLAKEMKPVI EKTLVKQLVI ESFYGKRRFEKAAVKKQEKAS I IVDFSDLEHDYCLAI LTAKEKNDEAKGERTEVPSEAAARFHYQREHQ
NTDB id 234910 S101395 RS18280 WP 006636760.1 TDYFTRTPDQHLASLKEMKPVIKTLVKLVIEFGRRFKAVKKEKAIVDFSDLEHDCLAILTKKNEAGETVPSEAAAHYRHQ 400
NTDB id 119 BSU 10630 NP 388944.2 TDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQ 400
consensus !!!!!!*!*!!! !! !!!!!! !!! !!! *!*!! ! ! !! !*!!!!!!! !!!!!! !* !! !!!!! *! *!

logo FHEVLVDEYQDTNLVQEAS I LKQLVATKSGEPEEHETGNLFMVGDVKQS IYRFRLAEPLLFLSKYKRFTDEDSGESGATGQRKIDLNKNFRS
NTDB id 234910 S101395 RS18280 WP 006636760.1 FHEVLVDEYQDTNLVQEAILKLVAK.EEHEGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTDDGSGAGQKIDLNKNFRS 479
NTDB id 119 BSU 10630 NP 388944.2 FHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRS 480
consensus !!!!!!!!!!!!!!!!! !! !! **!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! ! ! !!!!!!!!!!

logo RASDI LDSTNFLFKQLMGGKI
VGEVDYDEQAELKLGAASYPDPNDESTEKTELVLLMIDENAQEDNTDSADSEEAEELETVQFLEAKRAI

MAGKER IR
NTDB id 234910 S101395 RS18280 WP 006636760.1 RSDILDSTNFLFKQLMGGKVGEVDYDEQAELKLGASYPPNDSTKTEVLMIENQEN.SADEEAEELETVQLEARAMAGRIR 558
NTDB id 119 BSU 10630 NP 388944.2 RADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKAIAKEIR 560
consensus ! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!*!! ! !!*!*!*! ! * ! !!!!!!!!!! !!*!*! !!



logo

E
KL I SGSKPFKQVYDGKKTKTHTRNI EQYRDIV I LLRSMPWAPQIMDEEFLKRAQQGIPVYANLSTSTGYFEATVEVAVATLSLVLKI

V IDNAPYQDI
NTDB id 234910 S101395 RS18280 WP 006636760.1 ELISGKFQVYDGKTKTTRNIEYRDIVILLRSMPWAPQIMDEFKQQGIPVYANLSTGYFEATEVAVTLSLLKIIDNAYQDI 638
NTDB id 119 BSU 10630 NP 388944.2 KLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDI 640
consensus !!! *! !!!!! !!*!!! !!!!!!!!!!!!!!!!!!*! * !!!!!!!!!**!!!!! !!!! !!*!!*!!!*!!!!

logo PLASVLRSP IVGALDENELSL IR I
L
E
R
D
NKKAPFYYEALMKADYI

LAASGSDPRDSDETLNYEQKLNSRTFDYGRHLLKQKWRATFYASKHNHSVASEL IWE I
VYRD

NTDB id 234910 S101395 RS18280 WP 006636760.1 PLASVLRSPIVGLDENELSLIRIRDKKAPFYEALKAYIASSDPDDTLNEKLSRFDRLLKKWRTYAKHHSVAELIWEIYRD 718
NTDB id 119 BSU 10630 NP 388944.2 PLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRD 720
consensus !!!!!!!!!!!! !!!!!!!!!* !!!!*!!!*! !*! !* ! ! !! ! *! !!! * !*!!! !!!!!*!!!

logo TKYLMDYVGGMPGGKQRQANLRAVLYDRARQSYESTASFRGLFRFLRF I ERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE
NTDB id 234910 S101395 RS18280 WP 006636760.1 TKYLDYVGGMPGGKQRQANLRALYDRARSYESTSFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE 798
NTDB id 119 BSU 10630 NP 388944.2 TKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE 800
consensus !!!*!!!!!!!!!!!!!!!!! !!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FPVVFTVAGLGRNFNMMDLNKSYLLDKELGFGTKFYIHPKQLWR I SYPTLPL IAMKKKMRRELLSEELRVLYVALTRAKEKLFL
NTDB id 234910 S101395 RS18280 WP 006636760.1 FPVVFTAGLGRNFNMMDLNKSYLLDKELGFGTKFIHPKWRISYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFL 878
NTDB id 119 BSU 10630 NP 388944.2 FPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFL 880
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

I
VGSTACKDHKEQKLQLAKWQRASSASQRSTDEWLLPDEFDERFYQAKRSTYLDF IGPALAMRHRDLMGSDDLALGPSVPAHNADDE I SYGHHPASRFATI

V
Q
S
M
WIHSSAYDELEL

NTDB id 234910 S101395 RS18280 WP 006636760.1 VGTAKDKEKLLAKWRSSASRSEWLLPDFERFQAKSYLDFIGPALMRHRDMSDDLPSP.NDEIYHHPSRFTISWISSAELE 957
NTDB id 119 BSU 10630 NP 388944.2 IGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVPAHADISGHPARFAVQMIHSYDLL 960
consensus *!**!!* ! !!!! !!! **!!!!*!*!*!!**!!!!!!!!! !!!!* ! * !** *! *!! !! * !*! *!

logo

A
D
D
EDLQAEEHRTEMEEKHSDERLESAL IKRKRGELP I

V
D
PGPSFADFYDEEEKAVREQRLSTWSTYPHYQDEAVSTQR IRTKQSVSE IKRKQKREYEDEYGSDGRASLP I

V
K
RPADQEG

NTDB id 234910 S101395 RS18280 WP 006636760.1 AEDQAHTEEEKHDRLSLIKKGLPIDGPFDYEEEVRERLTWSYPYQDASRIRTKQSVSEIKRQKEYEDEYGDRSLIRPAQE 1037
NTDB id 119 BSU 10630 NP 388944.2 DDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYSGRAPVKPADG 1040
consensus *! * !!!**!! !**! !**!*! **! !! !*!*!!*!* * !!!!!!!!!!!! *!!!!!! ! ***!!

logo

S
T
I
VLFYKRRPASFMMAKKGLTAAEKRGTAMHTVMQHI

LPLSTHAVPQSAIDEEALEGQRLTLVDHRLVYEKELLTEDEQKRADAIDEEIDEDE I LVAQFFEHTDE IGEGKQL
NTDB id 234910 S101395 RS18280 WP 006636760.1 TVLFKRPSFMMAKGLTAAERGTAMHTVMQHLPLTHAPQADELGRLLDRLVEKELLTEDQRAAIEEDDILAFFETDIGEKL 1117
NTDB id 119 BSU 10630 NP 388944.2 SILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIVQFFHTEIGGQL 1120
consensus **!**!! !!! !!!!!!!*!!!!!!!!!!*!!*! ! *! **!! !!!!!!!*!* !!* **!* !!*!*!! !



logo

I
L
G
SAKRRWKVDERE I

VPFNSLMATLPAKQDE I
VYPDGAMHNETADEPLVL IVQGI IDCLFYETDEDGFLYLLDYKSTDR I EHGKFQRHSGFEGAAEP I LKRKRYETQ

NTDB id 234910 S101395 RS18280 WP 006636760.1 LSARRVEREVPFNMTLPAQDVYPGMNTADEPVLIQGIIDCLFETDDGFYLLDYKTDRIHGKFRSGFEGAEPILRKRYETQ 1197
NTDB id 119 BSU 10630 NP 388944.2 IGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEGAAPILKKRYETQ 1200
consensus * !* *!!*!! * !!! **!! * !!!!*!*!!!!!!!*!!*!! !!!!!!*!!!*!!! *!!!!! !!!*!!!!!!

logo INQLYATKRAVEQTI
M
A
LKTKPLVKGCKALYFFDGCGHI

VLMTFL
NTDB id 234910 S101395 RS18280 WP 006636760.1 INLYARAVETMLKTPLKGKALYFFDGCHVLMF 1229
NTDB id 119 BSU 10630 NP 388944.2 IQLYTKAVEQIAKTKVKGCALYFFDGGHILTL 1232
consensus !*!! *!!! * !!**!!*!!!!!!!*!*!

X non conserved

X similar

X ≥ 50% conserved


