
logo

MAEENQTKK
M
L
S
D
P
A
NRDTEHLVEKEQEKDYTWDRLETDTI FAPSTDAEADWENETEFYEQASTVKVEQDLLKPKALSAEFYAKGHRLGLDHSADKDNLLYEGALTETLYQYDMKSLVMERRLEGKI

LY
NTDB id 234904 S101395 RS17880 WP 006636842.1 MAEENQTKKLPARDEVKQEDTWRLEDIFPSDEAWNEEFQAVKELLPKLSEFKGRLGHSADDLYEALTYQDKVMERLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! ** !! ! !!**! ! !* !*! ! * !*! *!! ! ! *! !! !*!

logo

T
VYAHSMKRNYDQDTGTNVGSFLYQEGLYNQADKASNLYSTQALASESAFTAYFMEVPEFI LMAS ILDQDEDKKLAQEQFKLELEQEKEPEGLGKLYDSHAYFLEER I

L
L
N
A
K
E
N
K
R
D
PHVLSEQEQ

NTDB id 234904 S101395 RS17880 WP 006636842.1 TYAHMRYDQDTGNSFYQGLNDKASNLYTQAASATAYMVPEILSIQEDKLQQFLLEKEELKLYSHALEEINKERPHVLSEQ 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!! !! * !!!!!!*! ! !! !! * * * !! ! * ! !! ! ! * **!!!!

logo

A
EEEGLLAAEAGSDI

V
F
L
N
S
G
SPSTDTTFGNMVLDNNADI

M
E
LFPEWI

V
S
TDEGNQGDEKVRVEQI

LTHGNFYITFLLMESEKDNRDI
VRKRDGAFYEKAMVYDGTYEGQRFKQHNTLYAQST

NTDB id 234904 S101395 RS17880 WP 006636842.1 EEGLLAEASDVLSSPSTTFGMLNNADMEFPEITDENGEKRQITHGNYITFLESENRDVRRDAFKAVYDTYGRFKNTLAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
consensus ! !!! ! !* !* !! *! !!!* !! **! *!* *!!!!*!! *!! !!*!* !* !*! !! ! *! ! !

logo LQSGAVI
VKKVDHNFYQYAKVKRHYNQSAREHAALASARNFS IPEESVYDNSLLVESSTI

VNKHLPLLHRYLVDELRKKVLEGLDELVHKMYDLVYTPLSVEKDTESGMT
NTDB id 234904 S101395 RS17880 WP 006636842.1 LSGAIKKDNFYAKVKHYQSAREAALSRNSIPEEVYDNLVSTINKHLPLLHRYVELRKKVLELDEVHMYDLYTPLVKDSGM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.T 311
consensus ! ! *! *!* !!!*!!*!!!*!!! ! !!! !!! !* **!!!!!!!!!!**!!!!!! !!!**!!!*!!!! *

logo

A
K
L
VTYEGEQASKLDKKYAMEI EKGVLAI

P
F
LGEEYSTKSGI LVHKAEAGFLNTENRWI

VDVHYEPNKGKRSGAYSGSGAYDGTNAPFYI
MLLMNWQDNTLVDNNLFTLVHEFTGHS

NTDB id 234904 S101395 RS17880 WP 006636842.1 KVTYGQAKDYMIKGLAPLGEEYTSILKEGLNNRWVDVYENKGKRSGAYSSGAYGTNPYILMNWQDNVNNLFTLVHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus *!! !!* !!!!* ** * !!*!!**!!!!!!!!!! !!! !!***!*!!!! * !!!!!!!! !!!

logo

L
VHSTYFYTRKQHTQPYPVYGDNYPS I FLVAE I

VASTTNEANI
LLGTDETYLLKNETVDKDDEKQTRFLAYI LNHMYLDEGFKGTVFRQTMQFAEFEHAIHEVAKADAQ

NTDB id 234904 S101395 RS17880 WP 006636842.1 VHSYYTRKHQPYPYGNYSIFVAEVASTTNEALLGDYLLNTVDDEKQRLYILNHMLEGFKGTVFRQTMFAEFEHAIHVKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
consensus *!! *!! *!!!*!! !*!!*!!*!!!!!! *! * !! ! !*! ! !!!! !*!!!!!!!!!! !!!!!!!!!

logo

E
SGEQI

PLTAPDEFLLMNTKS ILYAYDLNEKKYFYGNELKNAI EDIDNKYE IGQFLEWAER IPHFYMYNYYVYQYATGFYASAAQSAYLASEQKQI LVHKEGGTEKEPADKVDEARYI
L
D
T
F
YL

NTDB id 234904 S101395 RS17880 WP 006636842.1 EGEPLTPELLTSIYYDLNKKYFGENIEIDKEIGLEWARIPHFYYNYYVYQYATGYSAAQALSQQILKEGKPAVDRYIDFL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYL 551
consensus ! *!!** * *! !!! !!* ! !! !! !!!!!! !!!!!!!!!!* !! ! !** * * !* *!



logo KAGSSDYP I
LEVI

LKKAGVDMTNTSTDPYI
L
D
EAACFKKVFEDEQRLNVELMEAELLVELKGKVHLS

NTDB id 234904 S101395 RS17880 WP 006636842.1 KAGSSDYPIEVLKKAGVDMTTSDPIEAACKKFEEQLNEMEELLLKK.... 606
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!*!!*!!!!!!!! *!***!!*! !!* ! !*! !* ! ****

X non conserved

X similar

X ≥ 50% conserved


