
logo MDDHANHYTKDELKQPTI
VENLSKAI

VYTVNRHAKTAPTDNPKYLYLLKKKRALQKL IVKNEGKGKKI
VGLHFSKNPKRFSQQQSDVL I S ILGD

NTDB id 234901 S101395 RS16545 WP 006638395.1 MDDHNHTKELKPTIENLSKAIYTVNRHAKTATDPKYLYLLKKKALQKLINEGKGKKVGLHFSKNPKFSQQQSDVLISLGD 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGD 80
consensus !!!! *!!*! !!*!!!!!!*!!!!!!!!!!* !!!!!!!!!*!!!!!* !!!!!!*!!!!!!!!*!!!!!!!!!!!*!!

logo YFYFHMPPTKEDFDEHNLPHLGTLNHQSYRNPKAHQMSLNTI
KAKHQLLQENYTVGLMKEKPLVPTNRKQQRPSASYAHKPVFKKLGESYF

NTDB id 234901 S101395 RS16545 WP 006638395.1 YFFHMPPTKEDFDNLPHLGTLNHSYRNPKAHMSLNIAKQLLQNYTGLKEKPLVTNRKRS.SAKPVFKKLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 YYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !*!!!!!!!!!!**!!!!!!!!*!!!!!!!*!!! !!*!!! ! !*!!!!!!*!! ** *!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


