
logo MIRYPNGKTFYQPKHPSTAVSSLQNSQKKRAKPTSYSNRGMTLEDDLNETNI
KYYLNTHNQS IAVIHKKPTPVQIVNQVDHYPKRSAAVIKEAY

NTDB id 234893 S101395 RS11045 WP 006636366.1 MIRYPNGKTYQPKPTASSLN...KKTSYSNRGMTLEDDLNETNIYYLNHSIAVIHKKPTPVQIVQVDYPKRSAAVIKEAY 77
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
consensus !!!!!!!!!*!!! * !! !**** *!!!!!!!!!!!!!!!!! !!! * !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!

logo FKQSSTTDYNGI
VYKGRYIDFEAKETKNSKRTSFPLQNFHDHQI EKHMKQVKVAQDGGICFVI I SAFDGEQI

VYFLEADEKLFGYFWDERKEQ
NTDB id 234893 S101395 RS11045 WP 006636366.1 FKQSSTTDYNGVYKGRYIDFEAKETKSRTSFPLQNFHDHQIKHMKQVVAQGGICFVIISAFGEIYFLEAEKLFGFWERKQ 157
NTDB id 117 BSU 22310 NP 390112.1 FKQSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKE 160
consensus !!!!!!!!!!!*!!!!!!!!!!!!!! *!!!!!!!!!!!!! !!!!! !! !!!!!!!!!! *!!!!!*!!! !!*!!

logo

K
QNGRKS IRKDELEEATAHYPS I SLGYAPR IDYIKS IV IDEQLYFSPSSGAKG

NTDB id 234893 S101395 RS11045 WP 006636366.1 QNGRKSIRKDELEEAAHSISLGYAPRIDYIKVIDQLYFSPS..... 198
NTDB id 117 BSU 22310 NP 390112.1 KNGRKSIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !!!!!!!!!!!!! !**!!!!!!!!!!!! *!*!!!!!!!*****
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