
logo MEKIKVCVADDNRELVGSLLSEYI EGQENDMEVIGVAYNGQECLSLFKDEKDEPDVLVLDI IMPHLDGLAVLERLRESDQLKKQP
NTDB id 234892 S101395 RS09880 WP 006637490.1 MEKIKVCVADDNRELVGLLSEYIEGQNDMEVIGVAYNGQECLSLFKDKEPDVLVLDIIMPHLDGLAVLERLRESQLKKQP 80
NTDB id 89 BSU 24220 NP 390302.1 MEKIKVCVADDNRELVSLLSEYIEGQEDMEVIGVAYNGQECLSLFKEKDPDVLVLDIIMPHLDGLAVLERLRESDLKKQP 80
consensus !!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo NVIMLTAFGQEDVTKKAVDLGASYF I LKPFDMENLVGHIRQVSGNAGSQSMVTHRAPSASQNSS I ILRPSSQPEPSKPKKNLDAS ITS I
NTDB id 234892 S101395 RS09880 WP 006637490.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNGSQMTHRAPSAQNSILRP.QPESPKKNLDASITSI 159
NTDB id 89 BSU 24220 NP 390302.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNASSVTHRAPSSQSSIIRSSQPEPKKKNLDASITSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!!!!! ! !!*!**!!!**!!!!!!!!!!!

logo IHE IGVPAHIKGYLYLREAI SMVYNDI ELLGS ITKVLYPDIAKKFNTTASRVERAIRHAI EVAWSRGNIDS I SSLFGYTV
NTDB id 234892 S101395 RS09880 WP 006637490.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 239
NTDB id 89 BSU 24220 NP 390302.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SMS
TKAKPTNSEF IAMVADKLRLEHKAS

NTDB id 234892 S101395 RS09880 WP 006637490.1 SMSKAKPTNSEFIAMVADKLRLEHKAS 266
NTDB id 89 BSU 24220 NP 390302.1 SMTKAKPTNSEFIAMVADKLRLEHKAS 267
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!
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