
logo MLAELS IKNFAI I EELTI
VSFEKRGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFYVRYGEAKKRAELEGLFLLDESGHPVFLDGLVC

NTDB id 234891 S101395 RS09865 WP 006637492.1 MLAELSIKNFAIIEELTISFEKGLTVLTGETGAGKSIIIDAISLLVGGRGSSEYVRYGEKRAELEGLFLLDSGHPVFDLC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!*!!!!! *!

logo

A
GELQGIDAVSDEMIVMRRDINSATNSGKS IVCRVNGKLVTIAASLRE I

VGRLLLDIHGQHDNQLLMEDDEHNHLQLLDKRFYAGAEE I
VEKSALK

NTDB id 234891 S101395 RS09865 WP 006637492.1 GELGIDASDEMIVMRRDINANGKSICRVNGKLVTIAALREVGRLLLDIHGQHDNQLLMEDDHHLQLLDRYAGEEIEKALK 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus *! !!! !!!!!!!!!!! !!!*!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!**!!!!!!**!! !*! !!!

logo

A
TYQEGVYQSCRYMVKNLVLMKKLVKQLSESEQEMAHRLDL IQFQLDEE I ESAKNLELPKNEDELQLEQEERQRQI SNFEKIYEASLQNAYNALRNSE

NTDB id 234891 S101395 RS09865 WP 006637492.1 AYQEVYSCYMNVMKKVKQLSESEQEMAHRLDLIQFQLDEIESANLEPKEDELLEEERRQISNFEKIYEALQNAYNALRNE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!! ! *!* **!!*!!!!!!!!!!!!!!!!!!!!!*!!!!! !!* !!! ! !!! !!!!!!!!!! !!!!!!!!! !

logo QAGGLDWVGMASASEQLEDNI
VSDGINDEGPLKKI

MSESVASNASYYI
LLEDASTFQI

MRNMLDDELEFYDPAERLDNFYI ESTRLNE IKQLKRKYGATV
NTDB id 234891 S101395 RS09865 WP 006637492.1 QAGLDWVGMASSELENVSGINDGLKKISESVANAYYILEDSTFQIRNMLDDLEYDPARLDFIESRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !*!!!!!!!!! !! *! !!**!!!*!!!! ! !!*!!! !!!*!!!!!*!!*!! !! *!!*!!!!!!!!!!!!!!!!

logo EDI LQAEYASASKI EEE IDQR I EQNRDSHLQASLKEKELDESVGKDVAI
VEAAMNVSDQIRKSTWAKKLADNEQIHQQRELKESLYMEGKSTFDTEFKQLV

NTDB id 234891 S101395 RS09865 WP 006637492.1 EDIQAYSAKIEEEIDRIQNRDSHLQALKEELESVGKDVAIEAMNVSDIRKSWAKKLANQIQQELKELYMGKSTFDTEFQL 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!! ! !!!!!!! ! !!!!!!! !! !!*!!!!!!!*!! !!! !!!*!!!!!! !* !!! !!! !!!!!!!! *

logo

K
RTADSARNREEAPLVVNGQTPVHQLTEKQGIDLSVKRFL I STNTGEPLKSLSKVASGGELSR I

VMLAI
MKS I FSASQQDVTS I I FDEVDTGV

NTDB id 234891 S101395 RS09865 WP 006637492.1 KTADAREEAPVVNGTPVHLTKQGIDSVRFLISTNTGEPLKSLSKVASGGELSRIMLAMKSIFSAQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus *!! !!!!*!!! !!*!! !!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!! !!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKRVS IGSQVLC ITHLPQVAAMADTHLLYIATKEQLSKDGRTTTRSVKTPLSKQEKI
V
A
SE IGRMIAGVEVTDLTKR

NTDB id 234891 S101395 RS09865 WP 006637492.1 SGRVAQAIAEKIHRVSIGSQVLCITHLPQVAAMADTHLLITKQSKDGRTTTSVTPLSKQEKISEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!! ! !!!!!!!* !!!!!!!!!!!!!!!!!



logo HAKELLHKQADKLQVKTTG
NTDB id 234891 S101395 RS09865 WP 006637492.1 HAKELLHQAKLVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!*!! !!!!!

X non conserved

X similar

X ≥ 50% conserved


