
logo MDQAS I EKPLVSGKNRLVI EEACYLRMTKRASDIHIVPCREKKRDEAI IHRFR I
VDGHAEL ILKQKDRDRLMKTKRELECSVRL I SHFKFLSASMDIGERRKQPQNSGASLT

NTDB id 234886 S101395 RS09255 WP 006637540.1 MQAIEPLSGRVIEEACRMRASDIHIVPCKKEAIIRFRIDGELIQKDRLTRLECSRLISHFKFLSSMDIGERRQPQSGALT 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !!**! *!!!!* *!!!!!!!!* **!!!*!!*!* !* ! * * !! !!!!!!!!!! !!!!!!! !! ! !!

logo LKQLVKNENGKNPVHLRMSTLPTI
V
N
Y
D
EESLVIRVLMPQAYNSAIPPS ILDRKSLSLFPDKATGTASKTLLSFLKHSHGLML

MI FTGPTGSGKTTTLYSL IVEQY
NTDB id 234886 S101395 RS09255 WP 006637540.1 LQVNNKPVHLRMSTLPTVYDESLVIRVLPQASAPPLRSLSLFPDATSKLLSFLKHSHGLMIFTGPTGSGKTTTLYSLIEY 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * *!!!!!!!!!!* *!!!!!!!*!! !** !!!!! !!!!!!!!!!**!!!!!!!!!!!!!!!!!* !

logo AKKQHFNRNI IVTLEDPVESTRDSEDHVLQVQVNEKAGMVTYSAGLKAI
VLRHDPDMI I LGE IRDAETAEKI

TAVRAALMTGHLVLSTSLMH
NTDB id 234886 S101395 RS09255 WP 006637540.1 AKQHFNRNIITLEDPVESRSEHVLQVQVNEKAGMTYSAGLKAVLRHDPDMIILGEIRDAETAKTAVRAALTGHLVLSSMH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus !! !!!!!!*!!!!!!!*! !*!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!*!*!

logo

A
T
K
R
D
NAKGAIYRLLEFGI

V
N
TMNTE I EQTLVI

VAI
V
A
SAQRLVDNLAVCPFCEGENGQCSSFVYCRMQASRENTVRRAS IVFYELLYGKNSLNQLQC IKQEAKGAN

NTDB id 234886 S101395 RS09255 WP 006637540.1 AKNAKGAIYRLLEFGVTMTEIEQTLVAVSAQRLVNLVCPFCGEQCS.FYCRMAREVRRASIFELLYGKSLNLCIKEAKGA 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus * !!!!!!!!!!!!* ! !!!!!**!* !!!!! ! !!!! !!* !!! ! !!!!**!!!!!! !* !! !!!!

logo

H
Y
A
VNNYQRFYDQTLRKQI

L IRKGIALGYLVPTATGNNSYDERWVHYHEAKD
NTDB id 234886 S101395 RS09255 WP 006637540.1 YVNNRFDTLRKLIRKGIALGYVPAGSYERWVHHEAD 355
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus * ! * !!! *!!!!!!!!!** !*!!!*!! !

X non conserved

X similar

X ≥ 50% conserved


